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LAL, Preeti 
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<120> MEMBRANE TRANSPORT PROTEINS 

<130> PF-0633 USN 

<140> US 09/830,915 
<141> 2001-05-01 

<150> US 99/26048 
<151> 1999-11-04 

<150> US 60/121,896 
<151> 1999-02-26 

<150> US 60/172,214 
<151> 1998-12-22 

<150> US 60/172,252 
<151> 1998-11-24 

<150> US 60/172,255 
<151> 1998-11-04 

<160> 42 

<170> PERL Program 

<210> 1 

<211> 384 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 961344CD1 

<400> 1 

Met Leu Thr Gly Asp Lys Leu Glu Thr Ala Thr Cys lie Ala Lys 

15 10 15 

Ser Ser His Leu Val Ser Arg Thr Gin Asp lie His lie Phe Arg 



Gin Val Thr Ser Arg Gly Glu Ala His Leu Glu Leu Asn Ala Phe 



20 



25 



30 
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35 



40 



45 



Arg Arg Lys His Asp Cys Ala Leu Val lie Ser Gly Asp Ser Leu 
50 55 60 

Glu Val Cys Leu Lys Tyr Tyr Glu His Glu Phe Val Glu Leu Ala 
65 70 75 

Cys Gin Cys Pro Ala Val Val Cys Cys Arg Cys Ser Pro Thr Gin 
80 85 90 

Lys Ala Arg lie Val Thr Leu Leu Gin Gin His Thr Gly Arg Arg 



Thr Cys Ala lie Gly Asp Gly Gly Asn Asp Val Ser Met lie Gin 

110 115 120 

Ala Ala Asp Cys Gly lie Gly lie Glu Gly Lys Glu Gly Lys Gin 

125 130 135 

Ala Ser Leu Ala Ala Asp Phe Ser lie Thr Gin Phe Arg His lie 

140 145 150 

Gly Arg Leu Leu Met Val His Gly Arg Asn Ser Tyr Lys Arg Ser 

155 160 165 

Ala Ala Leu Gly Gin Phe Val Met His Arg Gly Leu lie lie Ser 

170 175 180 

Thr Met Gin Ala Val Phe Ser Ser Val Phe Tyr Phe Ala Ser Val 

185 190 195 

Pro Leu Tyr Gin Gly Phe Leu Met Val Gly Tyr Ala Thr lie Tyr 

200 205 210 

Thr Met Phe Pro Val Phe Ser Leu Val Leu Asp Gin Asp Val Lys 

215 220 225 

Pro Glu Met Ala Met Leu Tyr Pro Glu Leu Tyr Lys Asp Leu Thr 

230 235 240 

Lys Gly Arg Ser Leu Ser Phe Lys Thr Phe Leu lie Trp Val Leu 

245 250 255 

lie Ser lie Tyr Gin Gly Gly lie Leu Met Tyr Gly Ala Leu Val 

260 265 270 

Leu Phe Glu Ser Glu Phe Val His Val Val Ala He Ser Phe Thr 

275 280 285 

Ala Leu He Leu Thr Glu Leu Leu Met Val Ala Leu Thr Val Arg 

290 295 300 

Thr Trp His Trp Leu Met Val Val Ala Glu Phe Leu Ser Leu Gly 

305 310 315 

Cys Tyr Val Ser Ser Leu Ala Phe Leu Asn Glu Tyr Phe Gly He 

320 325 330 

Gly Arg Val Ser Phe Gly Ala Phe Leu Asp Val Ala Phe He Thr 

335 340 345 

Thr Val Thr Phe Leu Trp Lys Val Ser Ala He Thr Val Val Ser 

350 355 360 

Cys Leu Pro Leu Tyr Val Leu Lys Tyr Leu Arg Arg Lys Leu Ser 

365 370 375 
Pro Pro Ser Tyr Cys Lys Leu Ala Ser 



95 



100 



105 



380 



<210> 2 

<211> 846 

<212> PRT 

<213> Homo sapiens 
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<220> 

<221> misc_feature 

<223> Incyte ID No: 3128782CD1 



<400> 2 

Met Pro Lys Ala Pro Lys Gin Gin Pro Pro Glu Pro Glu Trp lie 

15 10 15 

Gly Asp Gly Glu Ser Thr Ser Pro Ser Asp Lys Val Val Lys Lys 

20 25 30 

Gly Lys Lys Asp Lys Lys lie Lys Lys Thr Phe Phe Glu Glu Leu 

35 40 45 

Ala Val Glu Asp Lys Gin Ala Gly Glu Glu Glu Lys Val Leu Lys 

50 55 60 

Glu Lys Glu Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Lys 

65 70 75 

Lys Lys Arg Asp Thr Arg Lys Gly Arg Arg Lys Lys Asp Val Asp 

80 85 90 

Asp Asp Gly Glu Glu Lys Glu Leu Met Glu Arg Leu Lys Lys Leu 

95 100 105 

Ser Val Pro Thr Ser Asp Glu Glu Asp Glu Val Pro Ala Pro Lys 

110 115 120 

Pro Arg Gly Gly Lys Lys Thr Lys Gly Gly Asn Val Phe Ala Ala 

125 130 135 

Leu lie Gin Asp Gin Ser Glu Glu Glu Glu Glu Glu Glu Lys His 

140 145 150 

Pro Pro Lys Pro Ala Lys Pro Glu Lys Asn Arg lie Asn Lys Ala 

155 160 165 

Val Ser Glu Glu Gin Gin Pro Ala Leu Lys Gly Lys Lys Gly Lys 

170 175 180 

Glu Glu Lys Ser Lys Gly Lys Ala Lys Pro Gin Asn Lys Phe Ala 

185 190 195 

Ala Leu Asp Asn Glu Glu Glu Asp Lys Glu Glu Glu lie lie Lys 

200 205 210 

Glu Lys Glu Pro Pro Lys Gin Gly Lys Glu Lys Ala Lys Lys Ala 

215 220 225 

Glu Gin Gly Ser Glu Glu Glu Gly Glu Gly Glu Glu Glu Glu Glu 

230 235 240 

Glu Gly Gly Glu Ser Lys Ala Asp Asp Pro Tyr Ala His Leu Ser 

245 250 255 

Lys Lys Glu Lys Lys Lys Leu Lys Lys Gin Met Glu Tyr Glu Arg 

260 265 270 

Gin Val Ala Ser Leu Lys Ala Ala Asn Ala Ala Glu Asn Asp Phe 

275 280 285 

Ser Val Ser Gin Ala Glu Met Ser Ser Arg Gin Ala Met Leu Glu 

290 295 300 

Asn Ala Ser Asp lie Lys Leu Glu Lys Phe Ser lie Ser Ala His 

305 310 315 

Gly Lys Glu Leu Phe Val Asn Ala Asp Leu Tyr lie Val Ala Gly 

320 325 330 

Arg Arg Tyr Gly Leu Val Gly Pro Asn Gly Lys Gly Lys Thr Thr 

335 340 345 

Leu Leu Lys His lie Ala Asn Arg Ala Leu Ser lie Pro Pro Asn 

350 355 360 

lie Asp Val Leu Leu Cys Glu Gin Glu Val Val Ala Asp Glu Thr 

365 370 375 
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Pro Ala Val 
Leu Leu Glu 
Asp Asp Thr 
Arg Ala Thr 
Leu Ala Gly 
Gin Lys Phe 
Ala Leu Phe 
Asn His Leu 
Gin Gly Trp 
Phe Leu Asp 
Arg Leu His 
Tyr Gin Gin 
Glu Lys Lys 
Gin Ala Glu 
Lys Cys Arg 
Glu Leu Leu 
Pro Asp Pro 
Val Thr Phe 
Asp Phe Gly 
Asn Gly Val 
Leu Thr Pro 
lie Gly Phe 
Glu Thr Pro 
Gin Asp Ala 
Ala His Thr 
Arg Val Val 
lie Leu Asp 
Ala Leu Gly 



Gin Ala Val 

380 
Glu Glu Arg 

395 
Ala Ala Glu 

410 
Gly Ala Ala 

425 
Leu Gly Phe 

440 
Ser Gly Gly 

455 
Met Glu Pro 

470 
Asp Leu Asn 

485 
Arg Lys Thr 

500 
Asp Val Cys 

515 

Tyr Tyr Arg 

530 
Lys Gin Lys 

545 

Leu Lys Glu 
560 

Lys Gin Thr 
575 

Arg Lys Asn 

590 
Lys Arg Pro 

605 
Pro Pro Leu 

620 
Gly Tyr Gin 

635 
lie Asp Met 

650 

Gly Lys Ser 
665 

Thr His Gly 

680 
Phe Asn Gin 

695 
Thr Glu Tyr 

710 
Arg Lys Cys 

725 
lie Gin lie 

740 
Phe Ala Glu 

755 
Glu Pro Thr 

770 
Glu Ala lie 



Leu Arg Ala 
Arg Leu Gin 
Arg Leu Glu 
Ala Ala Glu 
Asp Pro Glu 
Trp Arg Met 
Thr Leu Leu 
Ala Val lie 
Leu Leu He 
Thr Asp He 
Gly Asn Tyr 
Glu Leu Leu 
Leu Lys Ala 
Lys Glu Ala 
Gin Asp Glu 
Lys Glu Tyr 
Ser Pro Pro 
Gly Gin Lys 
Asp Ser Arg 
Thr Leu Leu 
Glu Met Arg 
Gin Tyr Ala 
Leu Gin Arg 
Leu Gly Arg 
Cys Lys Leu 
Leu Ala Cys 
Asn Asn Leu 
Asn Glu Tyr 



Asp Thr Lys 
385 

Gly Gin Leu 
400 

Lys Val Tyr 
415 

Ala Lys Ala 
430 

Met Gin Asn 
445 

Arg Val Ser 
460 

Met Leu Asp 
475 

Trp Leu Asn 
490 

Val Ser His 
505 

He His Leu 
520 

Met Thr Phe 
535 

Lys Gin Tyr 
550 

Gly Gly Lys 
565 

Leu Thr Arg 
580 

Glu Ser Gin 
595 

Thr Val Arg 
610 

Val Leu Gly 
625 

Pro Leu Phe 
640 

He Cys He 
655 

Leu Leu Leu 
670 

Lys Asn His 
685 

Glu Gin Leu 
700 

Gly Phe Asn 
715 

Phe Gly Leu 
730 

Ser Gly Gly 
745 

Arg Glu Pro 
760 

Asp He Glu 
775 

Lys Gly Ala 



Arg Leu Lys 
390 

Glu Gin Gly 
405 

Glu Glu Leu 
420 

Arg Arg He 
435 

Arg Pro Thr 
450 

Leu Ala Arg 
465 

Glu Pro Thr 
480 

Asn Tyr Leu 
495 

Asp Gin Gly 
510 

Asp Ala Gin 
525 

Lys Lys Met 
540 

Glu Lys Gin 
555 

Ser Thr Lys 
570 

Lys Gin Gin 
585 

Glu Ala Pro 
600 

Phe Thr Phe 
615 

Leu His Gly 
630 

Lys Asn Leu 
645 

Val Gly Pro 
660 

Thr Gly Lys 
675 

Arg Leu Lys 
690 

Arg Met Glu 
705 

Leu Pro Tyr 
720 

Glu Ser His 
735 

Gin Lys Ala 
750 

Asp Val Leu 
765 

Ser He Asp 
780 

Val He Val 
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785 



790 



795 



Val Ser His Asp Ala Arg Leu lie Thr Glu Thr Asn Cys Gin Leu 

800 805 810 

Trp Val Val Glu Glu Gin Ser Val Ser Gin lie Asp Gly Asp Phe 

815 820 825 

Glu Asp Tyr Lys Arg Glu Val Leu Glu Ala Leu Gly Glu Val Met 

830 835 840 

Val Ser Arg Pro Arg Glu 



<210> 3 
<211> 511 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1720440CD1 

<400> 3 

Met Glu Asn Arg Asn Glu Phe Val Gly Leu Trp Leu Gly Met Ala 

15 10 15 

Lys Leu Gly Val Glu Ala Ala Leu lie Asn Thr Asn Leu Arg Arg 

20 25 30 

Asp Ala Leu Leu His Cys Leu Thr Thr Ser Arg Ala Arg Ala Leu 

35 40 45 

Val Phe Gly Ser Glu Met Ala Ser Ala lie Cys Glu Val His Ala 

50 55 60 

Ser Leu Asp Pro Ser Leu Ser Leu Phe Cys Ser Gly Ser Trp Glu 

65 70 75 

Pro Gly Ala Val Pro Pro Ser Thr Glu His Leu Asp Pro Leu Leu 

80 85 90 

Lys Asp Ala Pro Lys His Leu Pro Ser Cys Pro Asp Lys Gly Phe 

95 100 105 

Thr Asp Lys Leu Phe Tyr lie Tyr Thr Ser Gly Thr Thr Gly Leu 

110 115 120 

Pro Lys Ala Ala lie Val Val His Ser Arg Tyr Tyr Arg Met Ala 

125 130 135 

Ala Leu Val Tyr Tyr Gly Phe Arg Met Arg Pro Asn Asp lie Val 

140 145 150 

Tyr Asp Cys Leu Pro Leu Tyr His Ser Ala Gly Asn lie Val Gly 

155 160 165 

lie Gly Gin Cys Leu Leu His Gly Met Thr Val Val lie Arg Lys 

170 175 180 

Lys Phe Ser Ala Ser Arg Phe Trp Asp Asp Cys lie Lys Tyr Asn 

185 190 195 

Cys Thr lie Val Gin Tyr lie Gly Glu Leu Cys Arg Tyr Leu Leu 

200 205 210 

Asn Gin Pro Pro Arg Glu Ala Glu Asn Gin His Gin Val Arg Met 

215 220 225 

Ala Leu Gly Asn Gly Leu Arg Gin Ser lie Trp Thr Asn Phe Ser 

230 235 240 

Ser Arg Phe His lie Pro Gin Val Ala Glu Phe Tyr Gly Ala Thr 



845 



245 



250 



255 
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Glu Cys Asn Cys Ser Leu Gly Asn Phe Asp Ser Gin Val Gly Ala 

260 265 270 

Cys Gly Phe Asn Ser Arg lie Leu Ser Ser Val Tyr Pro lie Arg 

275 280 285 

Leu Val Arg Val Asn Glu Asp Thr Met Glu Leu lie Arg Gly Pro 

290 295 300 

Asp Gly Val Cys lie Pro Cys Gin Pro Gly Glu Pro Gly Gin Leu 

305 310 315 

Val Gly Arg lie lie Gin Lys Asp Pro Leu Arg Arg Phe Asp Gly 

320 325 330 

Tyr Leu Asn Gin Gly Ala Asn Asn Lys Lys lie Ala Lys Asp Val 

335 340 345 

Phe Lys Lys Gly Asp Gin Ala Tyr Leu Thr Gly Asp Val Leu Val 

350 355 360 

Met Asp Glu Leu Gly Tyr Leu Tyr Phe Arg Asp Arg Thr Gly Asp 

365 370 375 

Thr Phe Arg Trp Lys Gly Glu Asn Val Ser Thr Thr Glu Val Glu 

380 385 390 

Gly Thr Leu Ser Arg Leu Leu Asp Met Ala Asp Val Ala Val Tyr 

395 400 405 

Gly Val Glu Val Pro Gly Thr Glu Gly Arg Ala Gly Met Ala Ala 

410 415 420 

Val Ala Ser Pro Thr Gly Asn Cys Asp Leu Glu Arg Phe Ala Gin 

425 430 435 

Val Leu Glu Lys Glu Leu Pro Leu Tyr Ala Arg Pro lie Phe Leu 

440 445 450 

Arg Leu Leu Pro Glu Leu His Lys Thr Gly Thr Tyr Lys Phe Gin 

455 460 465 

Lys Thr Glu Leu Arg Lys Glu Gly Phe Asp Pro Ala lie Val Lys 

470 475 480 

Asp Pro Leu Phe Tyr Leu Asp Ala Gin Lys Gly Arg Tyr Val Pro 

485 490 495 

Leu Asp Gin Glu Ala Tyr Ser Arg lie Gin Ala Gly Glu Glu Lys 

500 505 510 

Leu 



<210> 4 
<211> 718 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2274290CD1 

<400> 4 

Met Leu Val His Leu Phe Arg Val Gly lie Arg Gly Gly Pro Phe 

15 10 15 

Pro Gly Arg Leu Leu Pro Pro Leu Arg Phe Gin Thr Phe Ser Ala 

20 25 30 

Val Arg Tyr Ser Asp Gly Tyr Arg Ser Ser Ser Leu Leu Arg Ala 

35 40 45 

Val Ala His Leu Arg Ser Gin Leu Trp Ala His Leu Pro Arg Ala 

50 55 60 
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• 



Pro Leu Ala Pro Arg Trp Ser Pro Ser Ala Trp Cys Trp Val Gly 

65 70 75 

Gly Ala Leu Leu Gly Pro Met Val Leu Ser Lys His Pro His Leu 

80 85 90 

Cys Leu Val Ala Leu Cys Glu Ala Glu Glu Ala Pro Pro Ala Ser 

95 100 105 

Ser Thr Pro His Val Val Gly Ser Arg Phe Asn Trp Lys Leu Phe 

110 115 120 

Trp Gin Phe Leu His Pro His Leu Leu Val Leu Gly Val Ala Val 

125 130 135 

Val Leu Ala Leu Gly Ala Ala Leu Val Asn Val Gin lie Pro Leu 

140 145 150 

Leu Leu Gly Gin Leu Val Glu Val Val Ala Lys Tyr Thr Arg Asp 

155 160 165 

His Val Gly Ser Phe Met Thr Glu Ser Gin Asn Leu Ser Thr His 

170 175 180 

Leu Leu lie Leu Tyr Gly Val Gin Gly Leu Leu Thr Phe Gly Tyr 

185 190 195 

Leu Val Leu Leu Ser His Val Gly Glu Arg Met Ala Val Asp Met 

200 205 210 

Arg Arg Ala Leu Phe Ser Ser Leu Leu Arg Gin Asp lie Thr Phe 

215 220 225 

Phe Asp Ala Asn Lys Thr Gly Gin Leu Val Ser Arg Leu Thr Thr 

230 235 240 

Asp Val Gin Glu Phe Lys Ser Ser Phe Lys Leu Val lie Ser Gin 

245 250 255 

Gly Leu Arg Ser Cys Thr Gin Val Ala Gly Cys Leu Val Ser Leu 

260 265 270 

Ser Met Leu Ser Thr Arg Leu Thr Leu Leu Leu Met Val Ala Thr 

275 280 285 

Pro Ala Leu Met Gly Val Gly Thr Leu Met Gly Ser Gly Leu Arg 

290 295 300 

Lys Leu Ser Arg Gin Cys Gin Glu Gin lie Ala Arg Ala Met Gly 

305 310 315 

Val Ala Asp Glu Ala Leu Gly Asn Val Arg Thr Val Arg Ala Phe 

320 325 330 

Ala Met Glu Gin Arg Glu Glu Glu Arg Tyr Gly Ala Glu Leu Glu 

335 340 345 

Ala Cys Arg Cys Arg Ala Glu Glu Leu Gly Arg Gly lie Ala Leu 

350 355 360 

Phe Gin Gly Leu Ser Asn lie Ala Phe Asn Cys Met Val Leu Gly 

365 370 375 

Thr Leu Phe lie Gly Gly Ser Leu Val Ala Gly Gin Gin Leu Thr 

380 385 390 

Gly Gly Asp Leu Met Ser Phe Leu Val Ala Ser Gin Thr Val Gin 

395 400 405 
Arg Ser Met Ala Asn Leu Ser Val Leu Phe Gly Gin Val Val Arg 

410 415 420 
Gly Leu Ser Ala Gly Ala Arg Val Phe Glu Tyr Met Ala Leu Asn 

425 430 435 
Pro Cys lie Pro Leu Ser Gly Gly Cys Cys Val Pro Lys Glu Gin 

440 445 450 
Leu Arg Gly Ser Val Thr Phe Gin Asn Val Cys Phe Ser Tyr Pro 

455 460 465 
Cys Arg Pro Gly Phe Glu Val Leu Lys Asp Phe Thr Leu Thr Leu 
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470 475 480 

Pro Pro Gly Lys lie Val Ala Leu Val Gly Gin Ser Gly Gly Gly 

485 490 495 

Lys Thr Thr Val Ala Ser Leu Leu Glu Arg Phe Tyr Asp Pro Thr 

500 505 510 

Ala Gly Val Val Met Leu Asp Gly Arg Asp Leu Arg Thr Leu Asp 

515 520 525 

Pro Ser Trp Leu Arg Gly Gin Val Val Gly Phe lie Ser Gin Glu 

530 535 540 

Pro Val Leu Phe Gly Thr Thr lie Met Glu Asn lie Arg Phe Gly 

545 550 555 

Lys Leu Glu Ala Ser Asp Glu Glu Val Tyr Thr Ala Ala Arg Glu 

560 565 570 

Ala Asn Ala His Glu Phe lie Thr Ser Phe Pro Glu Gly Tyr Asn 

575 580 585 

Thr Val Val Gly Glu Arg Gly Thr Thr Leu Ser Gly Gly Gin Lys 

590 595 600 

Gin Arg Leu Ala lie Ala Arg Ala Leu lie Lys Gin Pro Thr Val 

605 610 615 

Leu lie Leu Asp Glu Ala Thr Ser Ala Leu Asp Ala Glu Ser Glu 

620 625 630 

Arg Val Val Gin Glu Ala Leu Asp Arg Ala Ser Ala Gly Arg Thr 

635 640 645 

Val Leu Val lie Ala His Arg Leu Ser Thr Val Arg Gly Ala His 

650 655 660 

Cys lie Val Val Met Ala Asp Gly Arg Val Trp Glu Ala Gly Thr 

665 670 675 

His Glu Glu Leu Leu Lys Lys Gly Gly Leu Tyr Ala Glu Leu lie 

680 685 690 

Arg Arg Gin Ala Leu Asp Ala Pro Arg Thr Ala Ala Pro Pro Pro 

695 700 705 
Lys Lys Pro Glu Gly Pro Arg Ser His Gin His Lys Ser 

710 715 



<210> 5 
<211> 635 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2740029CD1 

<400> 5 

Met Ser Val Gly Val Ser Thr Ser Ala Pro Leu Ser Pro Thr Ser 

15 10 15 

Gly Thr Ser Val Gly Met Ser Thr Phe Ser lie Met Asp Tyr Val 

20 25 30 

Val Phe Val Leu Leu Leu Val Leu Ser Leu Ala lie Gly Leu Tyr 

35 40 45 

His Ala Cys Arg Gly Trp Gly Arg His Thr Val Gly Glu Leu Leu 

50 55 60 

Met Ala Asp Arg Lys Met Gly Cys Leu Pro Val Ala Leu Ser Leu 

65 70 75 
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Leu Ala Thr Phe Gin Ser Ala Val Ala lie Leu Gly Val Pro Ser 
80 85 90 

Glu lie Tyr Arg Phe Gly Thr Gin Tyr Trp Phe Leu Gly Cys Cys 
95 100 105 

Tyr Phe Leu Gly Leu Leu lie Pro Ala His lie Phe lie Pro Val 

110 115 120 

Phe Tyr Arg Leu His Leu Thr Ser Ala Tyr Glu Tyr Leu Glu Leu 

125 130 135 

Arg Phe Asn Lys Thr Val Arg Val Cys Gly Thr Val Thr Phe lie 

140 145 150 

Phe Gin Met Val lie Tyr Met Gly Val Val Leu Tyr Ala Pro Ser 

155 160 165 

Leu Ala Leu Asn Ala Val Thr Gly Phe Asp Leu Trp Leu Ser Val 

170 175 180 

Leu Ala Leu Gly lie Val Cys Thr Val Tyr Thr Ala Leu Gly Gly 

185 190 195 

Leu Lys Ala Val lie Trp Thr Asp Val Phe Gin Thr Leu Val Met 

200 205 210 

Phe Leu Gly Gin Leu Ala Val lie lie Val Gly Ser Ala Lys Val 

215 220 225 

Gly Gly Leu Gly Arg Val Trp Ala Val Ala Ser Gin His Gly Arg 

230 235 240 

lie Ser Gly Phe Glu Leu Asp Pro Asp Pro Phe Val Arg His Thr 

245 250 255 

Phe Trp Thr Leu Ala Phe Gly Gly Val Phe Met Met Leu Ser Leu 

260 265 270 

Tyr Gly Val Asn Gin Ala Gin' Val Gin Arg Tyr Leu Ser Ser Arg 

275 280 285 

Thr Glu Lys Ala Ala . Val Leu Ser Cys Tyr Ala Val Phe Pro Phe 

290 295 300 

Gin Gin Val Ser Leu Cys Val Gly Cys Leu lie Gly Leu Val Met 

305 310 315 

Phe Ala Tyr Tyr Gin Glu Tyr Pro Met Ser lie Gin Gin Ala Gin 

320 325 330 

Ala Ala Pro Asp Gin Phe Val Leu Tyr Phe Val Met Asp Leu Leu 

335 340 345 

Lys Gly Leu Pro Gly Leu Pro Gly Leu Phe lie Ala Cys Leu Phe 

350 355 360 

Ser Gly Ser Leu Ser Thr lie Ser Ser Ala Phe Asn Ser Leu Ala 

365 370 375 

Thr Val Thr Met Glu Asp Leu lie Arg Pro' Trp Phe Pro Glu Phe 

380 385 390 

Ser Glu Ala Arg Ala lie Met Leu Ser Arg Gly Leu Ala Phe Gly 

395 400 405 

Tyr Gly Leu Leu Cys Leu Gly Met Ala Tyr lie Ser Ser Gin Met 

410 415 420 

Gly Pro Val Leu Gin Ala Ala lie Ser lie Phe Gly Met Val Gly 

425 430 435 

Gly Pro Leu Leu Gly Leu Phe Cys Leu Gly Met Phe Phe Pro Cys 

440 445 450 

Ala Asn Pro Pro Gly Ala Val Val Gly Leu Leu Ala Gly Leu Val 

455 460 465 

Met Ala Phe Trp lie Gly lie Gly Ser He Val Thr Ser Met Gly 

470 475 480 

Ser Ser Met Pro Pro Ser Pro Ser Asn Gly Ser Ser Phe Ser Leu 
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485 490 495 

Pro Thr Asn Leu Thr Val Ala Thr Val Thr Thr Leu Met Pro Leu 

500 505 510 

Thr Thr Phe Ser Lys Pro Thr Gly Leu Gin Arg Phe Tyr Ser Leu 

515 520 525 

Ser Tyr Leu Trp Tyr Ser Ala His Asn Ser Thr Thr Val lie Val 

530 535 540 

Val Gly Leu lie Val Ser Leu Leu Thr Gly Arg Met Arg Gly Arg 

545 550 555 

Ser Leu Asn Pro Ala Thr lie Tyr Pro Val Leu Pro Lys Leu Leu 

560 565 570 

Ser Leu Leu Pro Leu Ser Cys Gin Lys Arg Leu His Cys Arg Ser 

575 580 585 

Tyr Gly Gin Asp His Leu Asp Thr Gly Leu Phe Pro Glu Lys Pro 

590 595 600 

Arg Asn Gly Val Leu Gly Asp Ser Arg Asp Lys Glu Ala Met Ala 

605 610 615 

Leu Asp Gly Thr Ala Tyr Gin Gly Ser Ser Ser Thr Cys lie Leu 

620 625 630 
Gin Glu Thr Ser Leu 

635 



<210> 6 

<211> 535 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2414415CD1 

<400> 6 

Met Glu Glu Gly Ala Arg His Arg Asn Asn Thr Glu Lys Lys His 

15 10 15 

Pro Gly Gly Gly Glu Ser Asp Ala Ser Pro Glu Ala Gly Ser Gly 

20 25 30 

Gly Gly Gly Val Ala Leu Lys Lys Glu lie Gly Leu Val Ser Ala 

35 40 45 

Cys Gly lie lie Val Gly Asn lie lie Gly Ser Gly lie Phe Val 

50 55 60 

Ser Pro Lys Gly Val Leu Glu Asn Ala Gly Ser Val Gly Leu Ala 

65 70 75 

Leu He Val Trp He Val Thr Gly Phe He Thr Val Val Gly Ala 

80 85 90 

Leu Cys Tyr Ala Glu Leu Gly Val Thr He Pro Lys Ser Gly Gly 

95 100 105 

Asp Tyr Ser Tyr Val Lys Asp He Phe Gly Gly Leu Ala Gly Phe 

110 115 120 

Leu Arg Leu Trp He Ala Val Leu Val He Tyr Pro Thr Asn Gin 

125 130 135 

Ala Val He Ala Leu Thr Phe Ser Asn Tyr Val Leu Gin Pro Leu 

140 145 150 

Phe Pro Thr Cys Phe Pro Pro Glu Ser Gly Leu Arg Leu Leu Ala 

155 160 165 
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Ala lie Cys Leu Leu Leu Leu Thr Trp Val Asn Cys Ser Ser Val 

170 175 180 

Arg Trp Ala Thr Arg Val Gin Asp lie Phe Thr Ala Gly Lys Leu 

185 190 195 

Leu Ala Leu Ala Leu lie lie lie Met Gly lie Val Gin lie Cys 

200 205 210 

Lys Gly Glu Tyr Phe Trp Leu Glu Pro Lys Asn Ala Phe Glu Asn 

215 220 225 

Phe Gin Glu Pro Asp lie Gly Leu Val Ala Leu Ala Phe Leu Gin 

230 235 240 

Gly Ser Phe Ala Tyr Gly Gly Trp Asn Phe Leu Asn Tyr Val Thr 

245 250 255 

Glu Glu Leu Val Asp Pro Tyr Lys Asn Leu Pro Arg Ala lie Phe 

260 265 270 

lie Ser lie Pro Leu Val Thr Phe Val Tyr Val Phe Ala Asn Val 

275 280 285 

Ala Tyr Val Thr Ala Met Ser Pro Gin Glu Leu Leu Ala Ser Asn 

290 295 300 

Ala Val Ala Val Thr Phe Gly Glu Lys Leu Leu Gly Val Met Ala 

305 310 315 

Trp lie Met Pro lie Ser Val Ala Leu Ser Thr Phe Gly Gly Val 

320 325 330 

Asn Gly Ser Leu Phe Thr Ser Ser Arg Leu Phe Phe Ala Gly Ala 

335 340 345 

Arg Glu Gly His Leu Pro Ser Val Leu Ala Met lie His Val Lys 

350 355 360 

Arg Cys Thr Pro lie Pro Ala Leu Leu Phe Thr Cys lie Ser Thr 

365 370 375 

Leu Leu Met Leu Val Thr Ser Asp Met Tyr Thr Leu lie Asn Tyr 

380 385 390 

Val Gly Phe lie Asn Tyr Leu Phe Tyr Gly Val Thr Val Ala Gly 

395 400 405 

Gin lie Val Leu Arg Trp Lys Lys Pro Asp lie Pro Arg Pro lie 

410 415 420 

Lys lie Asn Leu Leu Phe Pro lie lie Tyr Leu Leu Phe Trp Ala 

425 430 435 

Phe Leu Leu Val Phe Ser Leu Trp Ser Glu Pro Val Val Cys Gly 

440 445 450 

lie Gly Leu Ala lie Met Leu Thr Gly Val Pro Val Tyr Phe Leu 

455 460 465 

Gly Val Tyr Trp Gin His Lys Pro Lys Cys Phe Ser Asp Phe lie 

470 475 480 

Glu Leu Leu Thr Leu Val Ser Gin Lys Met Cys Val Val Val Tyr 

485 490 495 
Pro Glu Val Glu Arg Gly Ser Gly Thr Glu Glu Ala Asn Glu Asp 

500 505 510 

Met Glu Glu Gin Gin Gin Pro Met Tyr Gin Pro Thr Pro Thr Lys 

515 520 525 

Asp Lys Asp Val Ala Gly Gin Pro Gin Pro 

530 535 



<210> 7 
<211> 456 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2466714CD1 



<400> 7 

Met Glu Ala Ser Trp Gly Ser Phe Asn Ala Glu Arg Gly Trp Tyr 

15 10 15 

Val Ser Val Gin Gin Pro Glu Glu Ala Glu Ala Glu Glu Leu Ser 

20 25 30 

Pro Leu Leu Ser Asn Glu Leu His Arg Gin Arg Ser Pro Gly Val 

35 40 45 

Ser Phe Gly Leu Ser Val Phe Asn Leu Met Asn Ala lie Met Gly 

50 55 60 

Ser Gly He Leu Gly Leu Ala Tyr Val Met Ala Asn Thr Gly Val 

65 70 75 

Phe Gly Phe Ser Phe Leu Leu Leu Thr Val Ala Leu Leu Ala Ser 

80 85 90 

Tyr Ser Val His Leu Leu Leu Ser Met Cys He Gin Thr Ala Val 

95 100 105 

Thr Ser Tyr Glu Asp Leu Gly Leu Phe Ala Phe Gly Leu Pro Gly 

N 110 , 115 120 

Lys Leu Val Val Ala Gly Thr He He He Gin Asn He Gly Ala 

125 130 135 

Met Ser Ser Tyr Leu Leu He He Lys Thr Glu Leu Pro Ala Ala 

140 145 150 

He Ala Glu Phe Leu Thr Gly Asp Tyr Asn Arg Tyr Trp Tyr Leu 

155 160 165 

Asp Gly Gin Thr Leu Leu He He He Cys Val Gly He Val Phe 

170 175 180 

Pro Leu Ala Leu Leu Pro Lys He Gly Phe Leu Gly Tyr Thr Ser 

185 190 195 

Ser Leu Ser Phe Phe Phe Met Met Phe Phe Ala Leu Val Val He 

200 205 210 

He Lys Lys Trp Ser He Pro Cys Pro Leu Thr Leu Asn Tyr Val 

215 220 225 

Glu Lys Gly Phe Gin He Ser Asn Val Thr Asp Asp Cys Lys Pro 

230 235 240 

Lys Leu Phe His Phe Ser Lys Glu Ser Ala Tyr Ala Leu Pro Thr 

245 250 255 

Met Ala Phe Ser Phe Leu Cys His Thr Ser He Leu Pro He Tyr 

260 265 270 

Cys Glu Leu Gin Ser Pro Ser Lys Lys Arg Met Gin Asn Val Thr 

275 280 285 

Asn Thr Ala He Ala Leu Ser Phe Leu He Tyr Phe He Ser Ala 

290 295 300 

Leu Phe Gly Tyr Leu Thr Phe Tyr Asp Lys Val Glu Ser Glu Leu 

305 310 315 

Leu Lys Gly Tyr Ser Lys Tyr Leu Ser His Asp Val Val Val Met 

320 325 330 

Thr Val Lys Leu Cys He Leu Phe Ala Val Leu Leu Thr Val Pro 

335 340 345 

Leu He His Phe Pro Ala Arg Lys Ala Val Thr Met Met Phe Phe 

350 355 360 
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Ser Asn Phe Pro Phe Ser Trp lie Arg His Phe Leu lie Thr Leu 

365 370 375 

Ala Leu Asn lie lie lie Val Leu Leu Ala lie Tyr Val Pro Asp 

380 385 390 

lie Arg Asn Val Phe Gly Val Val Gly Ala Ser Thr Ser Thr Cys 

395 400 405 

Leu lie Phe lie Phe Pro Gly Leu Phe Tyr Leu Lys Leu Ser Arg 

410 415 420 

Glu Asp Phe Leu Ser Trp Lys Lys Leu Gly Ala Phe Val Leu Leu 

425 430 435 

lie Phe Gly lie Leu Val Gly Asn Phe Ser Leu Ala Leu lie lie 

440 445 450 
Phe Asp Trp lie Asn Lys 

455 



<210> 8 

<211> 325 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 2617942CD1 

<400> 8 

Met Phe Ala Asn Leu Lys Tyr Val Ser Leu Gly lie Leu Val Phe 

15 10 15 

Gin Thr Thr Ser Leu Val Leu Thr Met Arg Tyr Ser Arg Thr Leu 

20 25 30 

Lys Glu Glu Gly Pro Arg Tyr Leu Ser Ser Thr Ala Val Val Val 

35 40 45 

Ala Glu Leu Leu Lys lie Met Ala Cys lie Leu Leu Val Tyr Lys 

50 55 60 

Asp Ser Lys Cys Ser Leu Arg Ala Leu Asn Arg Val Leu His Asp 

65 70 75 

Glu lie Leu Asn Lys Pro Met Glu Thr Leu Lys Leu Ala lie Pro 

80 85 90 

Ser Gly lie Tyr Thr Leu Gin Asn Asn Leu Leu Tyr Val Ala Leu 

95 100 105 

Ser Asn Leu Asp Ala Ala Thr Tyr Gin Val Thr Tyr Gin Leu Lys 

110 115 120 

lie Leu Thr Thr Ala Leu Phe Ser Val Ser Met Leu Ser Lys Lys 

125 130 135 

Leu Gly Val Tyr Gin Trp Leu Ser Leu Val lie Leu Met Thr Gly 

140 145 150 

Val Ala Phe Val Gin Trp Pro Ser Asp Ser Gin Leu Asp Ser Lys 

155 160 165 

Glu Leu Ser Ala Gly Ser Gin Phe Val Gly Leu Met Ala Val Leu 

170 175 180 

Thr Ala Cys Phe Ser Ser Gly Phe Ala Gly Val Tyr Phe Glu Lys 

185 190 195 

lie Leu Lys Glu Thr Lys Gin Ser Val Trp lie Arg Asn lie Gin 

200 205 210 

Leu Gly Phe Phe Gly Ser lie Phe Gly Leu Met Gly Val Tyr lie 
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215 



220 



225 



Tyr Asp Gly Glu Leu Val Ser Lys Asn Gly Phe Phe Gin Gly Tyr 

230 235 240 

Asn Arg Leu Thr Trp lie Val Val Val Leu Gin Ala Leu Gly Gly 

245 250 255 

Leu Val lie Ala Ala Val lie Lys Tyr Ala Asp Asn lie Leu Lys 

260 265 270 

Gly Phe Ala Thr Ser Leu Ser lie lie Leu Ser Thr Leu lie Ser 

275 280 285 

Tyr Phe Trp Leu Gin Asp Phe Val Pro Thr Ser Val Phe Phe Leu 

290 295 300 

Gly Ala lie Leu Val lie Thr Ala Thr Phe Leu Tyr Gly Tyr Asp 

305 310 315 

Pro Lys Pro Ala Gly Asn Pro Thr Lys Ala 



<210> 9 
<211> 178 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2945431CD1 

<400> 9 

Met Ser Leu Ser Pro Arg Ser Gin Leu Ala lie lie Pro Gin Glu 

15 10 15 

Pro Phe Leu Phe Ser Gly Thr Val Arg Glu Asn Leu Asp Pro Gin 

20 25 30 

Gly Leu His Lys Asp Arg Ala Leu Trp Gin Ala Leu Lys Gin Cys 

35 40 45 

His Leu Ser Glu Val lie Thr Ser Met Gly Gly Leu Asp Gly Glu 

50 55 60 

Leu Gly Glu Gly Gly Arg Ser Leu Ser Leu Gly Gin Arg Gin Leu 

65 70 75 

Leu Cys Leu Ala Arg Ala Leu Leu Thr Asp Ala Lys He Leu Cys 

80 85 90 

He Asp Glu Ala Thr Ala Ser Val Asp Gin Lys Thr Asp Gin Leu 

95 100 105 

Leu Gin Gin Thr He Cys Lys Arg Phe Ala Asn Lys Thr Val Leu 

110 115 120 

Thr He Ala His Arg Leu Asn Thr He Leu Asn Ser Asp Arg Val 

125 130 135 

Leu Val Leu Gin Ala Gly Arg Val Val Glu Leu Asp Ser Pro Ala 

140 145 150 

Thr Leu Arg Asn Gin Pro His Ser Leu Phe Gin Gin Leu Leu Gin 

155 160 165 

Ser Ser Gin Gin Gly Val Pro Ala Ser Leu Gly Gly Pro 



320 



325 



170 



175 



<210> 10 
<211> 255 
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<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<223> Incyte ID No: 

<400> 10 

Met Glu Arg Glu Met 
1 5 
lie Asp Arg Ser Arg 
20 

Pro Gin Thr Leu Trp 
35 

Gin Val Gly lie Val 
50 

Ala Ser Gly Leu Leu 
65 

Trp lie Asp Gly Val 
80 

Arg Ser Arg lie Ser 
95 

Gly Ser Leu Arg Met 
110 

Glu Ala lie Trp Ala 
125 

Val Ala Ser Leu Pro 
140 

Gly Glu Asp Leu Ser 
155 

Arg Ala Leu Leu Arg 
170 

Thr Ala Ala Val Asp 
185 

Leu Gly Ser Trp Phe 
200 

Arg Leu Arg Ser Val 
215 

Lys Gly Gin Val Ala 
230 

Gin Lys Gly Leu Phe 
245 



4074113CD1 



Glu Gly Arg Pro Leu 
10 

Val Gin Gin Lys Asp 
25 

Ser Glu Gin Ala Phe 
40 

Gly Arg Thr Gly Ala 
55 

Arg Leu Pro Glu Ala 
70 

Pro lie Ala His Val 
85 

lie lie Pro Gin Asp 
100 

Asn Leu Asp Leu Leu 
115 

Ala Leu Glu Thr Val 
130 

Gly Gin Leu Gin Tyr 
145 

Val Gly Gin Lys Gin 
160 

Lys Thr Gin lie Leu 
175 

Pro Gly Thr Glu Leu 
190 

Ala Gin Cys Thr Val 
205 

Met Asp Cys Ala Arg 
220 

Glu Ser Gly Ser Pro 
235 

Tyr Arg Leu Ala Gin 
250 



His Asn Glu Gly Trp 
15 

Leu Pro Asn Lys Cys 
30 

Pro Pro Asn Pro Gly 
45 

Gly Lys Ser Ser Leu 
60 

Ala Glu Gly Gly lie 
75 

Gly Leu His Thr Leu 
90 

Pro lie Leu Phe Pro 
105 

Gin Glu His Ser Asp 
120 

Gin Leu Lys Ala Leu 
135 

Lys Cys Ala Asp Arg 
150 

Leu Leu Cys Leu Ala 
165 

lie Leu Asp Glu Ala 
180 

Gin Met Gin Ala Met 
195 

Leu Leu lie Ala His 
210 

Val Leu Val Met Asp 
225 

Ala Gin Leu Leu Ala 
240 

Glu Ser Gly Leu Val 
255 



<210> 11 

<211> 462 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> Incyte ID No: 1413743CD1 

<400> 11 

Met Ala Gin Val Ser lie Asn Asn Asp Tyr Ser Glu Trp Asp Leu 
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1 



5 



10 



15 



Ser Thr Asp Ala Gly Glu Arg Ala Arg Leu Leu Gin Ser Pro Cys 
20 25 30 

Val Asp Thr Ala Pro Lys Ser Glu Trp Glu Ala Ser Pro Gly Gly 
35 40 45 

Leu Asp Arg Gly Thr Thr Ser Thr Leu Gly Ala lie Phe lie Val 
50 55 60 

Val Asn Ala Cys Leu Gly Ala Gly Leu Leu Asn Phe Pro Ala Ala 
65 70 75 

Phe Ser Thr Ala Gly Gly Val Ala Ala Gly lie Ala Leu Gin Met 
80 85 90 

Gly Met Leu Val Phe lie lie Ser Gly Leu Val lie Leu Ala Tyr 
95 100 105 

Cys Ser Gin Ala Ser Asn Glu Arg Thr Tyr Gin Glu Val Val Trp 

110 115 120 

Ala Val Cys Gly Lys Leu Thr Gly Val Leu Cys Glu Val Ala lie 

125 130 135 

Ala Val Tyr Thr Phe Gly Thr Cys lie Ala Phe Leu lie lie lie 

140 145 150 

Gly Asp Gin Gin Asp Lys lie lie Ala Val Met Ala Lys Glu Pro 

155 160 165 

Glu Gly Ala Ser Gly Pro Trp Tyr Thr Asp Arg Lys Phe Thr lie 

170 175 180 

Ser Leu Thr Ala Phe Leu Phe lie Leu Pro Leu Ser lie Pro Arg 

185 190 195 

Glu lie Gly Phe Gin Lys Tyr Ala Ser Phe Leu Ser Val Val Gly 

200 205 210 

Thr Trp Tyr Val Thr Ala lie Val lie lie Lys Tyr lie Trp Pro 

215 220 225 

Asp Lys Glu Met Thr Pro Gly Asn lie Leu Thr Arg Pro Ala Ser 

230 235 240 

Trp Met Ala Val Phe Asn Ala Met Pro Thr lie Cys Phe Gly Phe 

245 250 255 

Gin Cys His Val Ser Ser Val Pro Val Phe Asn Ser Met Gin Gin 

260 265 270 

Pro Glu Val Lys Thr Trp Gly Gly Val Val Thr Ala Ala Met Val 

275 280 285 

lie Ala Leu Ala Val Tyr Met Gly Thr Gly lie Cys Gly Phe Leu 

290 295 300 

Thr Phe Gly Ala Ala Val Asp Pro Asp Val Leu Leu Ser Tyr Pro 

305 310 315 

Ser Glu Asp Met Ala Val Ala Val Ala Arg Ala Phe lie lie Leu 

320 325 330 

Ser Val Leu Thr Ser Tyr Pro lie Leu His Phe Cys Gly Arg Ala 

335 340 345 

Val Val Glu Gly Leu Trp Leu Arg Tyr Gin Gly Val Pro Val Glu 

350 355 360 

Glu Asp Val Gly Arg Glu Arg Arg Arg Arg Val Leu Gin Thr Leu 

365 370 375 

Val Trp Phe Leu Leu Thr Leu Leu Leu Ala Leu Phe lie Pro Asp 

380 385 390 

lie Gly Lys Val lie Ser Val lie Gly Gly Leu Ala Ala Cys Phe 

395 400 405 

lie Phe Val Phe Pro Gly Leu Cys Leu lie Gin Ala Lys Leu Ser 



410 



415 



420 
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Glu Met Glu Glu Val Lys Pro Ala Ser Trp Trp Val Leu Val Ser 

425 430 435 

Tyr Gly Val Leu Leu Val Thr Leu Gly Ala Phe lie Phe Gly Gin 

440 445 450 

Thr Thr Ala Asn Ala lie Phe Val Asp Leu Leu Ala 
455 460 



<210> 12 

<211> 758 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 1733477CD1 



<400> 12 
Met Gly Leu 
1 

Leu Ser Ala 
Met Glu Arg 
Arg Trp Gly 
Gin Cys Ser 
Pro Val Leu 
Leu Gly Asp 
Pro Gin Gly 
Phe Gly Leu 
Phe Gly Thr 
Ser Val Met 
Leu Asn Asp 
Val Gin Val 
Val Gly Leu 
Ser Glu Pro 
Val Phe Val 
Ser His Ser 
Cys Trp Lys 
Ala Val Ala 



Ala Asp Ala 
5 

Thr Gin Ala 
20 

Pro Leu Leu 
35 

Ser Ala Pro 
50 

Arg Ala Arg 
65 

Val Trp Leu 
80 

Leu Leu Ser 
95 

Leu Ala Tyr 
110 

Tyr Ser Ser 

125 
Ser Arg His 

140 

Val Gly Gly 
155 

Ser Met lie 
170 

Ala Ser Thr 
185 

Gly Leu lie 

200 
Leu Val Arg 

215 
Ser Gin Leu 

230 
Gly Pro Leu 

245 
Leu Pro Gin 

260 
Gly Val Val 



Ser Gly Pro 
Met Asp Leu 
Asn Gin Glu 
Arg Thr His 
Ala Tyr Ala 
Pro Arg Tyr 
Gly Leu Ser 
Ala Leu Leu 
Phe Tyr Pro 
lie Ser Val 
Val Thr Glu 
Asn Glu Thr 
Leu Ser Val 
His Phe Gly 
Gly Tyr Thr 
Lys Tyr Val 
Ser Leu lie 
Ser Lys Val 
Leu Val Val 



Arg Asp Thr 
10 

Arg Arg Arg 
25 

His Leu Glu 
40 

Gin Trp Arg 
55 

Leu Leu Leu 
70 

Pro Val Arg 
85 

Val Ala lie 
100 

Ala Gly Leu 
115 

Val Phe lie 
130 

Gly Thr Phe 
145 

Ser Leu Ala 
160 

Ala Arg Asp 
175 

Leu Val Gly 
190 

Phe Val Val 
205 

Thr Ala Ala 
220 

Phe Gly Leu 
235 

Tyr Thr Val 
250 

Gly Thr Val 
265 

Val Lys Leu 



Gin Ala Leu 
15 

Asp Tyr His 
30 

Glu Leu Gly 
45 

Thr Trp Leu 
60 

Gin His Leu 
75 

Asp Trp Leu 
90 

Met Gin Leu 
105 

Pro Pro Val 
120 

Tyr Phe Leu 
135 

Ala Val Met 
150 

Pro Gin Ala 
165 

Ala Ala Arg 
180 

Leu Phe Gin 
195 

Thr Tyr Leu 
210 

Ala Val Gin 
225 

His Leu Ser 
240 

Leu Glu Val 

255 

Val Thr Ala 
270 

Leu Asn Asp 
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275 280 285 

Lys Leu Gin Gin Gin Leu Pro Met Pro lie Pro Gly Glu Leu Leu 

290 295 300 

Thr Leu lie Gly Ala Thr Gly lie Ser Tyr Gly Met Gly Leu Lys 

305 310 315 

His Arg Phe Glu Val Asp Val Val Gly Asn lie Pro Ala Gly Leu 

320 325 330 

Val Pro Pro Val Ala Pro Asn Thr Gin Leu Phe Ser Lys Leu Val 

335 340 345 

Gly Ser Ala Phe Thr lie Ala Val Val Gly Phe Ala lie Ala lie 

350 355 360 

Ser Leu Gly Lys lie Phe Ala Leu Arg His Gly Tyr Arg Val Asp 

365 370 375 

Ser Asn Gin Glu Leu Val Ala Leu Gly Leu Ser Asn Leu lie Gly 

380 385 390 

Gly lie Phe Gin Cys Phe Pro Val Ser Cys Ser Met Ser Arg Ser 

395 400 405 

Leu Val Gin Glu Ser Thr Gly Gly Asn Ser Gin Val Ala Gly Ala 

410 415 420 

lie Ser Ser Leu Phe lie Leu Leu lie lie Val Lys Leu Gly Glu 

425 430 435 

Leu Phe His Asp Leu Pro Lys Ala Val Leu Ala Ala lie lie lie 

440 445 450 

Val Asn Leu Lys Gly Met Leu Arg Gin Leu Ser Asp Met Arg Ser 

455 460 465 

Leu Trp Lys Ala Asn Arg Ala Asp Leu Leu lie Trp Leu Val Thr 

470 475 480 

Phe Thr Ala Thr lie Leu Leu Asn Leu Asp Leu Gly Leu Val Val 

485 490 495 

Ala Val lie Phe Ser Leu Leu Leu Val Val Val Arg Thr Gin Met 

500 505 510 

Pro His Tyr Ser Val Leu Gly Gin Val Pro Asp Thr Asp lie Tyr 

515 520 525 

Arg Asp Val Ala Glu Tyr Ser Glu Ala Lys Glu Val Arg Gly Val 

530 535 540 

Lys Val Phe Arg Ser Ser Ala Thr Val Tyr Phe Ala Asn Ala Glu 

545 550 555 

Phe Tyr Ser Asp Ala Leu Lys Gin Arg Cys Gly Val Asp Val Asp 

560 565 570 

Phe Leu lie Ser Gin Lys Lys Lys Leu Leu Lys Lys Gin Glu Gin 

575 580 585 

Leu Lys Leu Lys Gin Leu Gin Lys Glu Glu Lys Leu Arg Lys Gin 

590 595 600 

Ala Ala Ser Pro Lys Gly Ala Ser Val Ser lie Asn Val Asn Thr 

605 610 615 

Ser Leu Glu Asp Met Arg Ser Asn Asn Val Glu Asp Cys Lys Met 

620 625 630 

Met Val Ser Ser Gly Asp Lys Met Glu Asp Ala Thr Ala Asn Gly 

635 640 645 

Gin Glu Asp Ser Lys Ala Pro Asp Gly Ser Thr Leu Lys Ala Leu 

650 655 660 

Gly Leu Pro Gin Pro Asp Phe His Ser Leu lie Leu Asp Leu Gly 

665 670 675 

Ala Leu Ser Phe Val Asp Thr Val Cys Leu Lys Ser Leu Lys Asn 

680 685 690 
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lie Phe His Asp Phe Arg Glu He Glu Val Glu Val Tyr Met Ala 

695 700 705 

Ala Cys His Ser Pro Val Val Ser Gin Leu Glu Ala Gly His Phe 

710 715 720 

Phe Asp Ala Ser He Thr Lys Lys His Leu Phe Ala Ser Val His 

725 730 735 

Asp Ala Val Thr Phe Ala Leu Gin His Pro Arg Pro Val Pro Asp 

740 745 750 

Ser Pro Val Ser Val Thr Arg Leu 

755 



<210> 13 

<211> 336 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> mi sc_ feature 

<223> Incyte ID No: 2641908CD1 



<400> 13 
Met Met Gly 
1 

Arg Leu Tyr 
Leu Thr He 
Phe Leu He 
Phe Phe Phe 
Phe Arg Arg 
Gly Lys Asp 
Lys Gin Asp 
Gin Phe He 
His Pro He 
Ser Met Ala 
Arg Gin Phe 
Cys Leu Ser 
Val Leu Val 
Leu Cys Leu 
Leu Phe Phe 
His Gin Thr 



Pro Gly Leu 
5 

Val Asp He 
20 

Lys Asp Pro 
35 

Ala Ala Gly 
50 

Pro Lys Glu 
65 

Lys Val Leu 
80 

Ser Pro Ser 
95 

Gly Leu Val 

110 
Lys Val Phe 

125 
Phe Leu Leu 

140 
Ala Gly Met 

155 
Ser He Thr 

170 
Phe Pro Ser 

185 

Lys Arg Leu 

200 
Leu Gly Met 

215 
He Gly Cys 

230 
Ser Ala His 



Ala Phe Gly 
Asn Gin Met 
Arg Trp Val 
Ala Val Ala 
Met Pro Lys 
Ala Val Thr 
Lys Gin Ser 
Gin He Ala 
Pro Arg Val 
Val Val Leu 
Ala Thr Phe 
Ala Ser Tyr 
Val He Val 
His Leu Gly 
Leu Leu Cys 
Ser Ser His 
Pro Gly Leu 



Leu Gly Ser 
10 

Pro Glu Gly 
25 

Gly Ala Trp 
40 

Leu Ala Ala 
55 

Glu Lys Arg 
70 

Asp Ser Pro 
85 

Pro Gly Glu 
100 

Pro Asn Leu 
115 

Leu Leu Gin 
130 

Ser Gin Val 
145 

Leu Pro Lys 
160 

Ala Asn Leu 
175 

Gly He Val 
190 

Pro Val Gly 
205 

Leu Phe Phe 
220 

Gin He Ala 
235 

Glu Leu Ser 



Leu Met Leu 
15 

Gly He Ser 
30 

Trp Leu Gly 
45 

He Pro Tyr 
60 

Glu Leu Gin 
75 

Ala Arg Lys 
90 

Ser Thr Lys 
105 

Thr Val He 
120 

Thr Leu Arg 
135 

Cys Leu Ser 
150 

Phe Leu Glu 
165 

Leu He Gly 
180 

Val Gly Gly 
195 

Cys Gly Ala 
210 

Ser Leu Pro 
225 

Gly He Thr 
240 

Pro Ser Cys 
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• 



245 250 255 

Met Glu Ala Cy s Ser Cys Pro Leu Asp Gly Phe Asn Pro Val Cys 

260 265 270 

Asp Pro Ser Thr Arg Val Glu Tyr lie Thr Pro Cys His Ala Gly 

275 280 285 

Cys Ser Ser Trp Val Val Gin Asp Ala Leu Asp Asn Ser Gin Ser 

290 295 300 

Pro Pro Thr Ser His Pro His Ala Gly His Gin His Leu Asn Leu 

305 310 315 

Arg Leu Leu Gin Gly Glu Thr Trp Ala Ala Leu Ala Gly Ala Glu 

320 325 330 

Glu Pro Val Asp Gly Ala 

335 



<210> 14 
<211> 103 
<212> PRT 

<213> Homo sapiens 

<220> ' 

<221> misc_f eature 

<223> Incyte ID No: 2656554CD1 

<400> 14 

Met Glu Arg Gin Ser Arg Val Met Ser Glu Lys Asp Glu Tyr Gin 

15 10 15 

Phe Gin His Gin Gly Ala Val Glu Leu Leu Val Phe Asn Phe Leu 

20 25 30 

Leu lie Leu Thr lie Leu Thr lie Trp Leu Phe Lys Asn His Arg 

35 40 45 

Phe Arg Phe Leu His Glu Thr Gly Gly Ala Met Val Tyr Asp Lys 

50 55 60 

Pro Pro Lys Phe Ala Met Ser Arg Glu Gin Met Ser Gin Ser Cys 

65 70 75 

Ser His Thr Ala His Asn Ala Ser Leu Leu Thr Asp Ala Gly Pro 

80 85 90 

Leu Ser Cys Gly Glu Ser Arg Ala Ser Cys Leu Phe Leu 

95 100 



<210> 15 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> mi sc_f eature 

<223> Incyte ID No: 2719228CD1 

<400> 15 

Met Gin Gly Met Gly Leu Gly Leu Ser Ser Val Phe Ala Leu Cys 

15 10 15 

Leu Gly His Thr Ser Ser Phe Cys Glu Ser Val Val Phe Ala Ser 

20 25 30 
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Ala Ser lie 
Asn lie Gin 
Val Ala Asn 
Leu Gly Gly 
Phe Asn Leu 
Leu Val Phe 
Glu Asp Leu 



Gly Leu Gin 
35 

Asp Leu Ala 
50 

Thr Ala Gly 
65 

Tyr Leu Met 
80 

Val Ala lie 
95 

Gly Gin Ala 
110 



Thr Phe Asn 
Pro Ser Cys 
Ala Leu Ala 
Glu Thr Thr 
lie Ser Asn 
Gin Arg Val 



His Ser Gly 
40 

Ala Gly Phe 
55 

Gly Val Val 
70 

Gly Ser Trp 
85 

Leu Gly Leu 
100 

Asp Leu Ser 
115 



lie Ser Val 
45 

Leu Phe Gly 
60 

Gly Val Cys 
75 

Thr Cys Leu 
90 

Cys Thr Phe 
105 

Ser Thr His 
120 



<210> 16 
<211> 222 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 3657824CD1 

<400> 16 

Met Lys Gin Glu Ser Ala Ala Pro Asn Thr Pro Pro Thr Ser Gin 

15 10 15 

Ser Pro Thr Pro Ser Ala Gin Phe Pro Arg Asn Asp Gly Asp Pro 

20 25 30 

Gin Ala Leu Trp lie Phe Gly Tyr Gly Ser Leu Val Trp Arg Pro 

35 40 45 

Asp Phe Ala Tyr Ser Asp Ser Arg Val Gly Phe Val Arg Gly Tyr 

50 55 60 

Ser Arg Arg Phe Trp Gin Gly Asp Thr Phe His Arg Gly Ser Asp 

65 70 75 

Lys Met Pro Gly Arg Val Val Thr Leu Leu Glu Asp His Glu Gly 

80 85 90 

Cys Thr Trp Gly Val Ala Tyr Gin Val Gin Gly Glu Gin Val Ser 

95 100 105 

Lys Ala Leu Lys Tyr Leu Asn Val Arg Glu Ala Val Leu Gly Gly 

110 115 120 

Tyr Asp Thr Lys Glu Val Thr Phe Tyr Pro Gin Asp Ala Pro Asp 

125 130 135 

Gin Pro Leu Lys Ala Leu Ala Tyr Val Ala Thr Pro Gin Asn Pro 

140 145 150 

Gly Tyr Leu Gly Pro Ala Pro Glu Glu Ala He Ala Thr Gin He 

155 160 165 

Leu Ala Cys Arg Gly Phe Ser Gly His Asn Leu Glu Tyr Leu Leu 

170 175 180 

Arg Leu Ala Asp Phe Met Gin Leu Cys Gly Pro Gin Ala Gin Asp 

185 190 195 

Glu His Leu Ala Ala He Val Asp Ala Val Gly Thr Met Leu Pro 

200 205 210 

Cys Phe Cys Pro Thr Glu Gin Ala Leu Ala Leu Val 
215 220 
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<210> 17 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 5378485CD1 

<400> 17 

Met Leu Ser Ala Leu Pro Gly Trp Gly Pro Ala His Leu Gin Arg 

15 10 15 

Pro Leu Leu Gly Pro Ala Ser Cys Leu Gly lie Leu Arg Pro Ala 

20 25 30 

Met Thr Ala His Ser Phe Ala Leu Pro Val lie lie Phe Thr Thr 

35 40 45 

Phe Trp Gly Leu Val Gly lie Ala Gly Pro Trp Phe Val Pro Lys 

50 55 60 

Gly Pro Asn Arg Gly Val lie lie Thr Met Leu Val Ala Thr Ala 

65 70 75 

Val Cys Cys Tyr Leu Phe Trp Leu lie Ala lie Leu Ala Gin Leu 

80 85 90 

Asn Pro Leu Phe Gly Pro Gin Leu Lys Asn Glu Thr lie Trp Tyr 

95 100 105 
Val Arg Phe Leu Trp Glu 
110 



<210> 18 
<211> 1303 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 961344CB1 

<400> 18 

cccacgcgtc cgcccacgcg tccgcaagat atggatgcta acaggcgata aactcgagac 60 

agctacctgc attgccaaaa gttcacatct cgtgtctaga acacaagata ttcatatttt 120 

cagacaggta accagtcggg gagaggcaca tttggagctg aatgcatttc gaaggaagca 180 

tgattgtgca ctagtcatat ctggggactc tctggaggtt tgtctaaagt actacgagca 240 

tgaatttgtg gagctggcct gccagtgccc tgccgtggtt tgctgccgct gctcacccac 300 

ccagaaggcc cgcattgtga cactgctgca gcagcacaca gggagacgca cctgcgccat 360 

cggtgatgga ggaaatgatg tcagcatgat tcaggcagca gactgtggga ttgggattga 420 

gggaaaggag ggtaaacagg cctcgctggc ggccgacttc tccatcacgc agttccggca 480 

cataggcagg ctgctcatgg tgcacgggcg gaacagctac aagaggtcgg cggcactcgg 540 

ccagttcgtc atgcacaggg gccttatcat ctccaccatg caggctgtgt tttcctcagt 600 

cttctacttc gcatccgtcc ctttgtatca gggcttcctc atggtggggt atgccaccat 660 

atacaccatg ttcccagtgt tctccttagt gctggaccag gacgtgaagc cagagatggc 720 

gatgctctac ccggagctgt acaaggacct caccaaggga agatccttgt ccttcaaaac 780 

cttcctcatc tgggttttaa taagtattta ccaaggcggc atcctcatgt atggggccct 840 

ggtgctcttc gagtctgagt tcgtccacgt ggtggccatc tccttcaccg cactgatcct 900 

gaccgagctg ctgatggtgg cgctgaccgt ccgcacgtgg cactggctga tggtggtggc 960 

cgagttcctc agcttaggct gctacgtgtc ctcactcgct tttctcaatg aatattttgg 1020 
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tataggcaga gtgtcttttg gagctttctt agatgttgcc tttatcacca ccgtgacctt 1080 

cctgtggaaa gtgtcggcga tcaccgtggt cagctgcctc ccgctgtatg tcctcaagta 1140 

cctgaggcgc aagctctctc ctcccagcta ctgcaagctg gcctcctaag gggctgtgca 1200 

cccccagcgg gctggcccca gcaccttctg cccttcccag caccttgtgc ccttgccagt 1260 

gaacgcaggg tttgccattg ctaccaagca agcaccacaa gaa 1303 



<210> 19 
<211> 3395 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 3128782CB1 

<400> 19 

cggaaatagc accgggcgcc gccacagtag ctgtaactgc caccgcgatg ccgaaggcgc 60 

ccaagcagca gccgccggag cccgagtgga tcggggacgg agagagcacg agcccatcag 120 

acaaagtggt gaagaaaggg aagaaggaca agaagatcaa aaaaacgttc tttgaagagc 180 

tggcagtaga agataaacag gctggggaag aagagaaagt gctcaaggag aaggagcagc 240 

agcagcagca acagcaacag cagcagcaaa aaaaaaagcg agatacccga aaaggcaggc 300 

ggaagaagga tgtggatgat gatggagaag agaaagagct catggagcgt cttaagaagc 36 0 

tctcagtgcc aaccagtgat gaggaggatg aagtacccgc cccaaaaccc cgcggaggga 420 

agaaaaccaa gggtggtaat gtttttgcag ccctgattca ggatcagagt gaggaagagg 480 

aggaggaaga aaaacatcct cctaagcctg ccaagccgga gaagaatcgg atcaataagg 540 

ccgtatctga ggaacagcag cctgcactca agggcaaaaa gggaaaggaa gagaagtcaa 600 

aagggaaggc taagcctcaa aataaattcg ctgctctgga caatgaagag gaggataaag 66 0 

aagaagaaat tataaaggaa aaggagcctc ccaaacaagg gaaggagaag gccaagaagg 72 0 

cagagcaggg ttcagaggaa gaaggagaag gggaagaaga ggaggaggaa ggaggagagt 780 

ctaaggcaga tgatccctat gctcatctta gcaaaaagga gaagaaaaag ctgaaaaaac 840 

agatggagta tgagcgccaa gtggcttcat taaaagcagc caatgcagct gaaaatgact 900 

tctccgtgtc ccaggcggag atgtcctccc gccaagccat gttagaaaat gcatctgaca 960 

tcaagctgga gaagttcagc atctccgctc atggcaagga gctgttcgtc aatgcagacc 1020 

tgtacattgt agccggccgc cgctacgggc tggtaggacc caatggcaag ggcaagacca 1080 

cactcctcaa gcacattgcc aaccgagccc tgagcatccc tcccaacatt gatgtgttgc 1140 

tgtgtgagca ggaggtggta gcagatgaga caccagcagt ccaggctgtt cttcgagctg 1200 

acaccaagcg attgaagctg ctggaagagg agcggcggct tcagggacag ctggaacaag 12 6 0 

gggatgacac agctgctgag aggctagaga aggtgtatga ggaattgcgg gccactgggg 1320 

cggcagctgc agaggccaaa gcacggcgga tcctggctgg cctgggcttt gaccctgaaa 1380 

tgcagaatcg acccacacag aagttctcag ggggctggcg catgcgtgtc tccctggcca 1440 

gggcactgtt catggagccc acactgctga tgctggatga gcccaccaac cacctggacc 1500 

tcaacgctgt catctggctt aataactacc tccagggctg gcggaagacc ttgctgatcg 1560 

tctcccatga ccagggcttc ttggatgatg tctgcactga tatcatccac ctcgatgccc 1620 

agcggctcca ctactatagg ggcaattaca tgaccttcaa aaagatgtac cagcagaagc 16 80 

agaaagaact gctgaaacag tatgagaagc aagagaaaaa gctgaaggag ctgaaggcag 17 40 

gcgggaagtc caccaagcag gcggaaaaac aaacgaagga agccctgact cggaagcagc 18 00 

agaaatgccg acggaaaaac caagatgagg aatcccagga ggcccctgag ctcctgaagc 1860 

gccctaagga gtacactgtg cgcttcactt ttccagaccc cccaccactc agccctccag 1920 

tgctgggtct gcatggtgtg acattcggct accagggaca gaaaccactc tttaagaact 1980 

tggattttgg catcgacatg gattcaagga tttgcattgt gggccctaat ggtgtgggga 2040 

agagtacgct actcctgctg ctgactggca agctgacacc gacccatggg gaaatgagaa 2100 

agaaccaccg gctgaaaatt ggcttcttca accagcagta tgcagagcag ctgcgcatgg 2160 

aggagacgcc cactgagtac ctgcagcggg gcttcaacct gccctaccag gatgcccgca 2220 

agtgcctggg ccgcttcggc ctggagagtc acgcccacac catccagatc tgcaaactct 2280 
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ctggtggtca gaaggcgcga gttgtgtttg ctgagctggc ctgtcgggaa cctgatgtcc 2340 

tcatcttgga cgagccaacc aataacctgg acatagagtc tattgatgct ctaggggagg 2400 

ccatcaatga atacaagggt gctgtgatcg ttgtcagcca tgatgcccga ctcatcacag 2460 

aaaccaattg ccagctgtgg gtggtggagg agcagagtgt tagccaaatc gatggtgact 2520 

ttgaagacta caagcgggag gtgttggagg ccctgggtga agtcatggtc agccggcccc 2580 

gagagtgaag ctttccttcc cagaagtctc ccgagagaca tatttgtgtg gcctagaagt 2640 

cctctgtggt ctcccctcct ctgaagactg cctctggcct gcagctgacc tggcaaccat 2700 

tcaggcacat gaaggtggag tgtgaccttg atgtgaccgg gatcccactc tgattgcatc 2760 

catttctctg aaagacttgt ttgttctgct tctcttcata taactgagct ggccttatcc 2820 

ttggcatccc cctaaacaaa caagaggtga ccaccttatt gtgaggttcc atccagccaa 2880 

gtttatgtgg cctattgtct caggactctc atcactcaga agcctgcctc tgatttaccc 2940 

tacagcttca ggcccagctg ccccccagtc tttgggtggt gctgttcttt tctggtggat 3000 

ttaatgctga ctcactggta caaacagctg ttgaagctca gagctggagg tgagcttctg 3060 

aggcctttgc cattatccag cccaagattt ggtgcctgca gcctcttgtc tggttgagga 3120 

cttggggcag gaaaggaatg ctgctgaact tgaatttccc tttacaaggg gaagaaataa 3180 

aggaaaggag ttgctgccga cctgtcactg tttggagatt gatgggagtt ggaactgttc 3240 

tcagtcttga tttgctttat tcagttttct agcagctttt aatagtcccc tcttccccac 3300 

taaatggatc ttgtttacag tattactgac agtgtttact gtttaaggat cataggattc 3360 

cttaacccca accattcccg caaggaataa gcaat 3395 



<210> 20 
<211> 2549 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 1720440CB1 

<400> 20 

acacgtccgc atgcaagacc atcaggcgcg atatctttgg cgcctggtcc tcctgaaggt 60 

gaaggcaaag gtgcgacagt gcctgcagga gcggcggaca gtgcccattt tgtttgcctc 120 

taccgttcgg cgccaccccg acaagacggc cctgatcttc gagggcacag atacccactg 180 

gaccttccgc cagctggatg agtactcaag cagtgtagcc aacttcctgc aggcccgggg 240 

ctgaccatcg gcgatgtggc tgccatcttc atggagaacc gcaatgagtt cgtgggccta 300 

tggctgggca tggccaagct cggtgtggag gcagccctca tcaacaccaa cctgcggcgg 360 

gatgctctgc tccactgcct caccacctcg cgcgcacggg cccttgtctt tggcagcgaa 420 

atggcctcag ccatctgtga ggtccatgcc agcctggacc cctcgctcag cctcttctgc 480 

tctggctcct gggagcccgg tgcggtgcct ccaagcacag aacacctgga ccctctgctg 540 

aaagatgctc ccaagcacct tcccagttgc cctgacaagg gcttcacaga taaactgttc 600 

tacatctaca catccggcac cacagggctg cccaaggccg ccatcgtggt gcacagcagg 660 

tattaccgca tggctgccct ggtgtactat ggattccgca tgcggcccaa cgacatcgtc 720 

tatgactgcc tccccctcta ccactcagca ggaaacatcg tgggaatcgg ccagtgcctg 780 

ctgcatggca tgacggtggt gattcggaag aagttctcag cctcccggtt ctgggacgat 840 

tgtatcaagt acaactgcac gattgtgcag tacattggtg aactgtgccg ctacctcctg 900 

aaccagccac cgcgggaggc agaaaaccag caccaggttc gcatggcact aggcaatggc 960 

ctccggcagt ccatctggac caacttttcc agccgcttcc acatacccca ggtggctgag 1020 

ttctacgggg ccacagagtg caactgtagc ctgggcaact tcgacagcca ggtgggggcc 1080 

tgtggtttca atagccgcat cctgtcctcc gtgtacccca tccggttggt acgtgtcaac 1140 

gaggacacca tggagctgat ccgggggccc gacggcgtct gcattccctg ccagccaggt 1200 

gagccgggcc agctggtggg ccgcatcatc cagaaagacc ccctgcgccg cttcgatggc 1260 

tacctcaacc agggcgccaa caacaagaag attgccaagg atgtcttcaa gaagggggac 1320 

caggcctacc ttactggtga tgtgctggtg atggacgagc tgggctacct gtacttccga 1380 

gaccgcactg gggacacgtt ccgctggaaa ggtgagaacg tgtccaccac cgaggtggaa 1440 
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ggcacactca 
ggaaccgagg 
gagcgctttg 
cgcctcctgc 
aaggagggct 
ggccgctacg 
ctgtgattcc 
gccccagagc 
tgaggtgctg 
gaggctttct 
gttcccaggc 
ggacaagggg 
gaagtcccca 
tggccaaaga 
caggagggga 
gaggtcagga 
cctgattatc 
gtcttggcct 
ctgccttgag 



gccgcctgct 
gccgggccgg 
ctcaggtctt 
ctgagctgca 
ttgacccggc 
tcccgctgga 
ccccatccct 
ggtcctggac 
cccctccatc 
gtgaaagtct 
tgagactgac 
tcaccgagcc 
gactcaggaa 
gaatcgtagc 
ggagaggacc 
ccacgcccct 
cctcaggcag 
ggctatgagg 
tcctcctaaa 



ggacatggct 
aatggctgct 
ggagaaggaa 
caaaacagga 
tattgtgaaa 
ccaagaggcc 
ctgagggccg 
aaggccagac 
caaaactgcc 
catgtccaag 
gggttttctc 
cttcccagag 
gtcaacagag 
cccagagctg 
tgacatctgt 
ggcctctccc 
ggcctctcag 
ggaggaggaa 
aaaaaaaaa 



gacgtggccg 
gtggccagcc 
ctgcccctgt 
acctacaagt 
gacccgctgt 
tacagccgca 
gcggatgctg 
caaagcaagc 
aagtgactca 
ttccgtcttc 
aggatgatgt 
agcagggagc 
tgggcaggga 
cccaagttca 
aggtggcccc 
cactccccca 
tccttgtggg 
tgggagaggg 



tgtatggtgt 
ccactggcaa 
atgcgcgccc 
tccagaagac 
tctatctaga 
tccaggcagg 
gatccggagc 
agggcctggc 
ttgccttccc 
tgggctgggc 
cttgggtgag 
ttataaatgg 
cagtggtagc 
ctgggctcca 
tgatgcccca 
tcctcctccc 
tctgtgtcac 
ggctcagggg 



cgaggtgcca 
ctgtgacctg 
catcttcctg 
agagctacgg 
tgcccagaag 
cgaggagaag 
cccaggttcc 
acctccatcc 
aacccttcca 
aggccctctg 
ggtagggaga 
aaccagagca 
atccatctgg 
cccccacctc 
tctacagcag 
tgggtggctg 
ctccatctca 
ccaataaact 



1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2549 



<210> 21 
<211> 2562 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2274290CB1 



<400> 21 

gcgggagcca 

ctgttttacc 

ttcccaggca 

gatggctacc 

gcccacctcc 

gggggagccc 

ctgtgtgagg 
tttaactgga 
gtcgtgctgg 
ctggtagagg 
cagaatctca 
tacctggtgc 
ttcagctccc 
gtgagccgct 
caggggctgc 
acacgcctca 
atgggctcag 
ggcgtagcag 
cgggaagagg 
ggccgcggca 
ggtaccctat 
atgtccttcc 
tttgggcagg 
aacccctgca 



acatagagcc 
gcgtcagcat 
ggctgctacc 
gcagctcctc 
ctcgagcccc 
tgctaggccc 
cagaagaggc 
agctcttctg 
ccttgggtgc 
tcgtggccaa 
gcacccacct 
tgctgtccca 
tgctccgaca 
tgacaactga 
gaagctgcac 
cgctgctgct 
gcctccgaaa 
acgaggccct 
agcgctatgg 
tcgccttgtt 
ttattggggg 
tggtggcctc 
tggtccgggg 
tcccactgtc 



ctcagtggga 
gctggtgcat 
gcccctccgc 
cctcctccgg 
cctagctccc 
catggtactg 
ccctcctgcc 
gcagtttctg 
ggcactcgtg 
gtacacaagg 
gcttatcctc 
cgttggcgag 
agacatcacc 
cgtgcaggag 
ccaggtggca 
gatggtggcc 
attgtctcgc 
gggcaatgtg 
ggcagagctg 
ccaagggctt 
ctcccttgtg 
ccagacagtg 
gctgagtgca 
tgggggctgc 



tgagggtgaa 
ttatttcggg 
ttccagacat 
gccgtggccc 
agatggagcc 
agtaagcatc 
agctccacac 
cacccccacc 
aatgtacaga 
gaccacgtag 
tatggtgtcc 
cgcatggctg 
ttctttgacg 
tttaagtcat 
ggctgcctgg 
acaccagccc 
cagtgtcagg 
cggactgtgc 
gaagcctgcc 
tccaacatcg 
gccggacagc 
caaaggtcca 
ggtgcccggg 
tgcgtcccca 



actgctattg 
tcgggattcg 
tctcagctgt 
acctgcggtc 
cctctgcctg 
cccacctctg 
cccatgtcgt 
tgctggtcct 
tccccctgct 
ggagtttcat 
agggactgct 
tggacatgcg 
ccaataagac 
ccttcaagct 
tgtccctgtc 
tgatgggagt 
agcagatcgc 
gtgccttcgc 
gctgccgggc 
ccttcaactg 
agctgacagg 
tggccaacct 
tctttgagta 
aagagcagct 



ccggcggctc 
gggtggccca 
caggtactct 
ccagctctgg 
gtgctgggtt 
ccttgtggcc 
ggggtctcgc 
gggggtagcc 
cctgggccag 
gactgagtcc 
gaccttcggg 
gagggccctc 
agggcagctg 
tgtcatctcc 
catgctgtcg 
gggcaccctg 
cagggcaatg 
catggagcaa 
agaggagctg 
catggtcttg 
gggagacctc 
ctctgtcctg 
catggccctg 
gcgtggctcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 



25 



PF-0633 USN 



gttacatttc agaacgtctg cttcagctac ccctgccgcc ccggcttcga ggtgctgaaa 1500 
gacttcaccc tgacgctgcc ccctggcaag atcgtggccc tcgtgggcca gtctggcgga 1560 
ggaaagacca ccgtggcttc cctgctggag cgcttctacg accccacggc aggcgtggtg 1620 
atgctggatg ggcgggacct gcgcaccctt gacccctcct ggctccgggg ccaggttgtc 1680 
ggcttcatca gccaggagcc cgtcctgttt gggacgacca tcatggaaaa catccgcttt 1740 
gggaagctgg aagcttccga tgaagaggtg tacacagccg cccgggaagc gaatgctcac 1800 
gagttcatca ccagcttccc cgagggctac aacacggtcg tcggtgaacg gggcactacc 1860 
ctgtctgggg gccagaagca gcgcctggcc atcgcccgag cccttatcaa gcagcccacg 1920 
gtgctgatac tggatgaagc taccagcgcg ctggatgcag agtccgagcg ggttgtacag 1980 
gaggccctgg accgggccag tgcaggccgc acggtgctgg taattgccca ccggctcagc 2040 
actgtccgtg gggcccactg cattgtcgtc atggccgatg gccgtgtctg ggaggctggg 2100 
acacatgaag agctcctgaa gaaaggcggg ctatacgccg agctcatccg gaggcaggcc 2160 
ctggatgccc cgaggacagc ggcccccccg cccaaaaagc cagaaggccc caggagccac 2220 
cagcacaagt cctgagaagg gccccctgag gtgtggtcgc tgccaagcat cagtgttagg 2280 
gctggggctc agcctggggg agcctactgg ggactgagcc cccaggaggg ccagcatgtg 2340 
gagagtcgct gcggctgctc ctgctcacaa taaagccggg gccgagcagc tggcagggga 2400 
ggccaatccc tccctcccct ccccagtcct gccggctgcc tccctcccac cagagtctgc 2460 
cagagtcatt gggctgcaat gggcagagac agagttccac gagacacctc cactctattc 2 520 
tccctttgcc cagacccctc cagacctctc aagagacgtt ct 2562 



<210> 22 
<211> 2314 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2740029CB1 



<400> 22 

cgctggtctt 

tcccctttag 

cctcagcccg 

ccctccatcc 

cctagctctg 

gtgagactgt 

ccctggagca 

gcacctcagc 

tcatggacta 

atgcttgtcg 

tgggctgcct 
tgggtgtgcc 
actttctggg 
tcaccagtgc 
ctgtgacctt 
tggctctcaa 
tctgtaccgt 
agacactggt 
gcggcttggg 
tggatccaga 
tgatgctctc 
cggagaaggc 
gcgtgggctg 
ttcagcaggc 



catgcgccct 
tgaaggcctc 
gtgttccccg 
gccctcagaa 
actgaaccac 
ggctggaagc 
gcaactggct 
ccctctttcc 
tgtggtgttc 
tggctggggc 
tccggtggca 
gtcagagatc 
gctgctgata 
ctatgagtac 
catctttcag 
tgcagtgact 
ctatacagct 
catgttcctc 
gcgtgtgtgg 
cccctttgtg 
cttatacggg 
tgctgtgctc 
cctcattggc 
tcaggcagcc 



agccctcttt 
ccccgtcgcc 
cgtccggacg 
aagggagcga 
ggagctcacc 
cagattgtag 
gcagatcaca 
ccaacctcgg 
gtcctgctgc 
cggcatactg 
ctgtccctgc 
taccgatttg 
cctgcacaca 
ctggagcttc 
atggtgatct 
ggctttgatc 
ctgggtgggc 
gggcagctgg 
gccgtggctt 
cggcacacct 
gtgaaccagg 
tcctgttatg 
ctggtcatgt 
ccagaccagt 



cggggatact 
gcgcggcttc 
ccgaggtcgc 
tgttgatctc 
ttggacagta 
ccacacatcc 
gacacagtga 
gcacaagcgt 
tggttctctc 
ttggtgagct 
tggccacctt 
ggacccaata 
tcttcatccc 
gattcaataa 
acatgggagt 
tgtggctgtc 
tgaaggccgt 
cagttatcat 
cccagcacgg 
tctggacctt 
ctcaggtgca 
cagtgttccc 
tcgcgtatta 
tcgtcctgta 



ggccgacccc 
ccggagccga 
ggcttcgcag 
aggaagcaca 
tcactccgtg 
gcccctgccc 
ggatatgagt 
gggcatgtct 
tcttgccatt 
gctgatggcg 
ccagtcagcc 
ttggttcctg 
cgttttctac 
aactgtgcga 
tgtgctctat 
cgtgctggcc 
catctggaca 
cgtggggtca 
ccgcatctct 
ggccttcggg 
gcggtacctc 
cttccagcag 
ccaggagtat 
ctttgtgatg 



ctcttccttt 
ctgcagactc 
aaactcgggc 
aagggacctt 
gaggaagact 
taccccagag 
gtaggggtga 
accttctcca 
gggctctacc 
gaccgcaaaa 
gtggccatcc 
ggctgctgct 
cgcctgcatc 
gtgtgtggaa 
gctccgtcat 
ctgggcattg 
gatgtgttcc 
gccaaggtgg 
gggtttgagc 
ggtgtcttca 
agttcccgca 
gtgtccctct 
cccatgagca 
gatctcctga 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
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agggcctgcc aggcctgcca gggctcttca ttgcctgcct cttcagcggc tctctcagca 1500 
ctatatcctc tgcttttaat tcattggcaa ctgttacgat ggaagacctg attcgacctt 1560 
ggttccctga gttctctgaa gcccgggcca tcatgctttc cagaggcctt gcctttggct 1620 
atgggctgct ttgtctagga atggcctata tttcctccca gatgggacct gtgctgcagg 1680 
cagcaatcag catctttggc atggttgggg gaccgctgct gggactcttc tgccttggaa 1740 
tgttctttcc atgtgctaac cctcctggtg ctgttgtggg cctgttggct gggctcgtca 1800 
tggccttctg gattggcatc gggagcatcg tgaccagcat gggctccagc atgccaccct 1860 
ctccctctaa tgggtccagc ttctccctgc ccaccaatct aaccgttgcc actgtgacca 1920 
cactgatgcc cttgactacc ttctccaagc ccacagggct gcagcggttc tattccttgt 1980 
cttacttatg gtacagtgct cacaactcca ccacagtgat tgtggtgggc ctgattgtca 2040 
gtctactcac tgggagaatg cgaggccggt ccctgaaccc tgcaaccatt tacccagtgt 2100 
tgccaaagct cctgtccctc cttccgttgt cctgtcagaa gcggctccac tgcaggagct 2160 
acggccagga ccacctcgac actggcctgt ttcctgagaa gccgaggaat ggtgtgctgg 2220 
gggacagcag agacaaggag gccatggccc tggatggcac agcctatcag gggagcagct 2280 
ccacctgcat cctccaggag acctccctgt gatg 2314 



<210> 23 

<211> 2155 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2414415CB1 

<400> 23 

gtggttccta tttcggaaaa ggacgttcta attcaaagct ctctcccaat atatttacac 60 

gaatacgcat ttagaaaggg aggcagcttt tgaggttgca atcctactga gaaggatgga 120 

agaaggagcc aggcaccgaa acaacaccga aaagaaacac ccaggtgggg gcgagtcgga 180 

cgccagcccc gaggctggtt ccggaggggg cggagtagcc ctgaagaaag agatcggatt 240 

ggtcagtgcc tgtggtatca tcgtagggaa catcatcggc tctggaatct ttgtctcgcc 300 

aaagggagtg ctggagaatg ctggttctgt gggccttgct ctcatcgtct ggattgtgac 360 

gggcttcatc acagttgtgg gagccctctg ctatgctgaa ctcggggtca ccatccccaa 420 

atctggaggt gactactcct atgtcaagga catcttcgga ggactggctg ggttcctgag 480 

gctgtggatt gctgtgctgg tgatctaccc caccaaccag gctgtcatcg ccctcacctt 540 

ctccaactac gtgctgcagc cgctcttccc cacctgcttc cccccagagt ctggccttcg 600 

gctcctggct gccatctgct tattgctcct cacatgggtc aactgttcca gtgtgcggtg 660 

ggccacccgg gttcaagaca tcttcacagc tgggaagctc ctggccttgg ccctgattat 720 

catcatgggg attgtacaga tatgcaaagg agagtacttc tggctggagc caaagaatgc 780 

atttgagaat ttccaggaac ctgacatcgg cctcgtcgca ctggctttcc ttcagggctc 840 

ctttgcctat ggaggctgga actttctgaa ttacgtgact gaggagcttg ttgatcccta 900 

caagaacctt cccagagcca tcttcatctc catcccactg gtcacatttg tgtatgtctt 960 

tgccaatgtc gcttatgtca ctgcaatgtc cccccaggag ctgctggcat ccaacgccgt 1020 

cgctgtgact tttggagaga agctcctagg agtcatggcc tggatcatgc ccatttctgt 1080 

tgccctgtcc acatttggag gagttaatgg gtctctcttc acctcctctc ggctgttctt 1140 

cgctggagcc cgagagggcc accttcccag tgtgttggcc atgatccacg tgaagcgctg 1200 

caccccaatc ccagccctgc tcttcacatg catctccacc ctgctgatgc tggtcaccag 1260 

cgacatgtac acactcatca actacgtggg cttcatcaac tacctcttct atggggtcac 1320 

ggttgctgga cagatagtcc ttcgctggaa gaagcctgat atcccccgcc ccatcaagat 1380 

caacctgctg ttccccatca tctacttgct gttctgggcc ttcctgctgg tcttcagcct 1440 

gtggtcagag ccggtggtgt gtggcattgg cctggccatc atgctgacag gagtgcctgt 1500 

ctatttcctg ggtgtttact ggcaacacaa gcccaagtgt ttcagtgact tcattgagct 1560 

gctaaccctg gtgagccaga agatgtgtgt ggtcgtgtac cccgaggtgg agcggggctc 1620 

agggacagag gaggctaatg aggacatgga ggagcagcag cagcccatgt accaacccac 1680 
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tcccacgaag gacaaggacg tggcggggca gccccagccc tgaggaccac cattccctgg 1740 
ctactctctc cttcctcccc cttttatcct acctccctgc cttggtcccg ccaacacatg 1800 
cgagtacaca cacacccctc tctctgcttt tgtcaggcag tggtaggact ttggtgtggg 1860 
tggtgagaaa ttgtaaacaa aaactgacat tcatacccaa agaaccagcc tctcacccca 1920 
gggtccatgt cccaggcccc actccagtgc tgcccacact cccagctgct ggaggagagg 1980 
ggagatgcca aggtgccctg caggacctcc ctccgggcca caccctcagc tgcctcttca 2040 
ggaaccggag ctcattactg ccttccctcc cagggaggcc ccttcagaga ggagaggcca 2100 
caggagctgc attgtggggg gacaggctca agcaattctg tccccatcaa ggggt 2155 



<210> 24 
<211> 1475 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2466714CB1 



<400> 24 

ggagcgcagg 

tggaggcgtc 

ctgaagaagc 

gatccccagg 

gtggcatcct 

tgctgctgac 

ttcagacagc 

agttggtggt 

taattattaa 

gatattggta 

ctcttgcact 

ttatgatgtt 

cattaaatta 

agctctttca 

tctgccatac 

tgcagaatgt 

tctttgggta 

aatacttatc 

ttttgacagt 

ccaattttcc 

tcgttttact 

gtacatcaac 

aggattttct 

ttgggaattt 

ttcctacttc 



gcaggggtag 

ctgggggagc 

ggaggccgaa 

tgtttcattt 

tggcttagct 

agttgctctc 

tgtaacatct 

ggcaggcacc 

aacagagctt 

tcttgatgga 

tcttcccaaa 

ctttgctctt 

tgtagagaaa 

tttctccaaa 

ctcaatattg 

taccaataca 

cctcactttt 

acatgatgtt 

ccctctaatc 

attctcatgg 

tgcaatatat- 

atgtttgatt 

gtcatggaaa 

tagtttagca 

ttacaagaat 



aggctcgtag 
ttcaacgctg 
gagttgagtc 
ggtttatcag 
tatgttatgg 
ctggcttctt 
tatgaagatc 
ataataattc 
cctgctgcta 
caaacactac 
ataggctttc 
gtggtaataa 
ggcttccaga 
gagagtgctt 
cccatatact 
gcaattgctt 
tatgacaaag 
gttgtcatga 
cacttccctg 
attcgccatt 
gttcctgaca 
tttatattcc 
aagcttgggg 
ctcatcattt 
aataaaaaaa 



atggaactgg 
agcggggctg 
cgttgctaag 
tgtttaattt 
ctaataccgg 
actcagtcca 
ttggactctt 
agaatattgg 
ttgcagaatt 
taataatcat 
ttggctacac 
ttaaaaaatg 
tttcaaatgt 
atgccttacc 
gtgaacttca 
taagttttct 
tggagtcaga 
ctgtgaagtt 
ccagaaaagc 
ttttgatcac 
ttagaaatgt 
caggactatt 
cattcgtttt 
ttgattggat 
aaaaa 



tagtcagctg 
gtatgtctct 
caacgaactt 
gatgaatgcc 
tgtctttgga 
tcttctgctt 
tgcatttgga 
agctatgtca 
tttgactgga 
atgtgttggc 
aagtagttta 
gtccatccct 
tacagatgat 
aaccatggct 
aagtccttca 
catttatttt 
attactaaaa 
atgcatacta 
tgtaacaatg 
tctagcactc 
atttggtgta 
ttatcttaaa 
gctcatcttt 
taataaataa 



gagagcagca 
gtccagcagc 
cacagacagc 
atcatgggaa 
tttagcttct 
agtatgtgta 
ttacctggaa 
tcttatcttt 
gactataata 
attgtgttcc 
tcatttttct 
tgtcctctga 
tgtaagccaa 
ttttcatttc 
aagaaaagaa 
atatctgcac 
ggttatagta 
tttgctgtgc 
atgtttttct 
aatattatca 
gttggtgcca 
cttagcagag 
ggaattttgg 
aagaaatatt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1475 



<210> 25 
<211> 1793 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_feature 

<223> Incyte ID No: 2617942CB1 
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<400> 25 

gcggtggcta cggcgacggg agccggcggc gctgcgggtc agcggtcgcg taggacccag 60 
cggactcggc agcctggggc gcccggcgga gctgaaccgc ggcccccggt ggtgggctca 120 
gccggtcgag ctgcgcggga ggcaaatgaa gataaaacaa tgttcgccaa cctaaaatac 180 
gtttccctgg gaattttggt ctttcagact accagtttgg ttctaacaat gcgttattcc 240 
agaactttaa aagaagaagg acctcgttat ctatcttcta cagcagtggt tgttgctgaa 300 
cttttgaaga taatggcctg cattttattg gtctacaaag acagcaaatg tagtctaaga 360 
gcactgaatc gagtactaca tgatgaaatt cttaataaac ctatggaaac acttaaactt 420 
gctattccat cagggatcta tactcttcag aataatttac tgtatgtggc actatcaaat 480 
ctagatgcag ctacttatca ggtcacgtat cagttaaaaa ttcttacaac agcattattt 540 
tctgtgtcta tgcttagtaa aaaattgggt gtataccagt ggctgtccct agtaattttg 600 
atgacaggag ttgcttttgt acagtggccc tcagattctc agcttgattc taaggaactt 660 
tcagctggtt ctcaatttgt aggactcatg gcagttctca cagcatgttt ttcaagtggc 720 
tttgctgggg tttactttga gaaaatctta aaagaaacaa aacaatcagt gtggataaga 780 
aatattcagc ttggtttctt tggaagtata tttggattaa tgggtgtata catttatgat 840 
ggagaactgg tatcaaagaa tggatttttt cagggatata accgactgac ctggatagta 900 
gttgttcttc aggcacttgg aggccttgta atagctgctg ttattaagta tgcagataat 960 
attttaaaag gatttgcaac ctctttatcg ataatattat caacattgat ctcctatttt 1020 
tggcttcaag attttgtgcc aaccagtgtc tttttccttg gagccatcct tgtaataaca 1080 
gctacttttt tgtatggtta tgatcccaaa cctgcaggaa atcccactaa agcatagttg 1140 
tatactatct ttaactggtt tttcacgatg gggcactagg aatctcgaca ttaatcttgc 1200 
acagaggact tctacagagt ctgagaagat atcatcatgc tgaatctgat catactgttt 1260 
tttaaaagtt taaggataag acatgtgtat atgtaacaaa acacattgca tctagaaatc 1320 
aaaacttgaa agtatttcca gggattagga ttagaaggaa tattagagga aacttgaaat 13 80 
ctgagtttaa aaagatttta cctttttgat tgctgcagaa atgtcctatg cactctttgc 1440 
aagagcacac aacaaatgtc agataccaat ttttgcaaat tagatttaat cttattaaat 1500 
gtttttatct tactctttct gtacagatat atcaaatcac atgaaatatt taaagtttga 1560 
aaattataat tacctataaa gctgtgaaaa atagaagtat aatttgaaaa aacatttcac 1620 
ttatcagaga tttttatatt tatacaaaag attacttaat gaaggattgc taaatgtttt 1680 
tgggtcaatt accttaagat taatattccg ggtctgatct gtcagggaat aaatatcaaa 1740 
tctaaatttt aatgtggggg ttcatactat ttctcccata agaattttag ggt 1793 



<210> 26 
<211> 1141 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 

<223> Incyte ID No: 2945431CB1 



<400> 26 

ctggtttgtg 

tggtttcttt 

tcatttggtg 

ctttcatgga 

ctccaaccac 

gagccctttt 

gacagggcct 

ggtggtctgg 

ctgttgtgtt 

acagcaagtg 

gccaacaaga 

gtgctggtgc 



tgtgtgcacc 
ggtattgctc 
gggatggggt 
ggtgctagcc 
tagactccat 
tgttcagtgg 
tgtggcaggc 
atggtgagct 
tggccagggc 
tggaccagaa 
cagtgctgac 
tacaagcggg 



tccgtgaaat 
atagcactgg 

ctgtagtcag 
gtcattgtcc 
gactgttcgg 
cctgaagcag 
gggtgagggg 
tctcctcaca 
gacagaccag 
cattgcccat 
gagagtggta 



gtaggcacct 
cacagttcta 
gtggggttat 
aaactgagct 
cccagatccc 
gaaaacctgg 
tgccacctga 
ggccggagct 
gatgccaaga 
ctgctccagc 
aggctcaaca 
gagctggact 



tgaggacaga 
ggtacccagc 
gttcaggtct 
gggagcagaa 
agttggctat 
acccccaggg 
gtgaggtgat 
tatctcttgg 
tcctgtgtat 
agaccatctg 
cgatcctgaa 
ccccggccac 



gtccagcctt 
tactaacaga 
catacccagg 
gtggctacat 
catcccccag 
cctacataag 
tacatccatg 
gcagaggcag 
cgatgaggcc 
caaacgcttt 
ctcagaccgg 
cctgcgcaac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
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cagccccact 
ctcggaggtc 
gccgggccta 
ccacacttcc 
tgggcagcat 
aacgccaggt 
aaaattccat 
a 



ccctgttcca 
cctgagccca 
tacagaggtg 
ccagaaggga 
cctgaggctt 
gggtttttct 
cttacattct 



gcagctgctg 
atcccacacc 
ctggctgctt 
aaagggcacc 
ccccagaacc 
ggcataggag 
gtgtattaaa 



cagagcagcc 
ctgcagagtt 
gtttacattc 
ctggattact 
aggcctctgc 
cccacttgca 
aaaataatat 



agcagggagt 
ctcccctctc 
tcctctgggg 
ctttggaaat 
tctggccctc 
ttttcatagt 
ttctggtgtg 



ccctgcctca 780 
tctgatccag 840 
ctctacctct 900 
cactccttgg 960 
ttgcatctgg 1020 
tttatttgat 1080 
agaaaaaaaa 1140 
1141 



<210> 27 

<211> 1371 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<223> Incyte ID No: 



4074113CB1 



<400> 27 

gactggatgg 

ggtagacctt 

cccaataaat 

gtgggcatcg 

ctcccagagg 

ctgcacacac 

tctctgcgga 

ctggagacgg 

tgtgctgacc 

gcccttctcc 

ggcacggagc 

ctcattgccc 

gggcaggtgg 

agactggccc 

ccagcccgca 

cacgatattg 

caattatcac 

ggcccatctc 

actctggact 

cagaatctct 

attttgggat 

gtacttggta 

acagccaggg 



attgatgggt 
tacacaatga 
gcccacaaac 
ttggcaggac 
cagctgaggg 
tgcgctccag 
tgaacctcga 
tgcagctcaa 
gaggcgagga 
ggaagaccca 
tgcagatgca 
accgcctgcg 
cagagagcgg 
aggagtcagg 
cagcctgcag 
agtctagacc 
agagcatcag 
gccctgtcca 
cacctggggg 
gaggctggga 
aatcccagac 
ccccatttca 
tgttgacatt 



ggatatatag 
gggatggata 
cctctggtca 
cggggcaggg 
tgggatctgg 
gatcagcatc 
cctgctgcag 
agccttggtg 
cctgagcgtg 
gatcctcatc 
ggccatgctc 
ctccgtgatg 
cagcccggcc 
cctggtctga 
tgctggagat 
tgtgtttgct 
agccggaagg 
ccctgcagcc 
cctcaagcac 
actgccatgc 
tcacatgcag 
cccaatggta 
gacacaacaa 



aaaggtagac 
gacagatctc 
gagcaggcct 
aagtcctccc 
atcgacgggg 
atcccccagg 
gagcactcgg 
gccagcctgc 
ggccagaaac 
ctggacgagg 
gggagctggt 
gactgtgccc 
cagctgctgg 
gccaggaccc 
ggaagtgacc 
ctctgggagg 
acctagcaat 
aatgtcaaca 
atgcccaggc 
tgtgtgtact 
ttaaagaaac 
acatcttgca 
tcttgctcgg 



agatggaaag 
gggtacagca 
ttcctcccaa 
tggccagtgg 
tccccattgc 
accccatcct 
acgaggctat 
ccggccagct 
agctcctgtg 
ctactgctgc 
ttgcacagtg 
gggttctggt: 
cccagaaggg 
tcaaccgtac 
cgtggtcatc 
aaaatggcag 
acacaggtct 
gcgactctca 
tcccggctag 
ttttacaaat 
aataatatag 
aaactctagg 
atgtccgcga 



agagatggaa 
gaaagatctc 
ccccgggcag 
gctgctgcgg 
ccacgtgggg 
gttccctggc 
ctgggcagcc 
gcagtacaag 
tctggcacgt 
cgtggaccct 
cactgtgctg 
catggacaag 
cctgttttac 
cccagttgga 
gatagctcca 
agaaagtggc 
gcccgggcag 
gccccgctgt 
acccttaaat 
taacactttt 
agagattcgt 
ataaagcatc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1371 



<210> 28 

<211> 2752 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 1413743CB1 

<400> 28 
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gggaaagaat cccccaagct ccatttcatg agtaagcgtg agagccgctc agtttcctcc 60 
agctctgctg aagccagcac agaagtagcc caaactcttc cctctgctga cagcaaattt 120 
taggcaaagt cttgagaaag aagaaattgg gtccagaaag ggaagtgagg agaatcagat 180 
cccagacctt tggggagaag gagcaaccgc ctctggcaca gcccatcagg gagaaagagc 240 
aggttgagaa gagtcctaag ctaacagccc caaacaggtg ggtgttgctc agctccctga 300 
ggcatgtggt tgtaaggcag aacccacaga ccttgcagga agaaggctct cggggccatg 360 
gcccaggtca gcatcaacaa tgactacagc gagtgggact tgagcacgga tgccggggag 420 
cgggctcggc tgctgcagag tccctgtgtg gacacagccc ccaagagtga gtgggaagcc 480 
tctcctgggg gtctggacag aggcaccact tccacacttg gggccatctt catcgtcgtc 540 
aacgcgtgcc tgggtgcagg gttactcaac ttcccagcag ccttcagcac tgcggggggc 600 
gtggcagcag gcatcgcact gcagatgggt atgctggttt tcatcatcag tggccttgtc 660 
atcctggcct actgctccca ggccagcaat gagaggacct accaggaggt ggtatgggct 720 
gtgtgtggca agctgacagg tgtgctatgt gaggtggcca tcgctgtcta cacctttggc 7 80 
acctgcattg ccttcctaat catcattggc gaccagcagg acaagattat agctgtgatg 840 
gcgaaagagc cggagggggc cagcggccct tggtacacag accgcaagtt caccatcagc 900 
ctcactgcct tcctcttcat cctgcccctc tccatcccca gggagattgg tttccagaaa 960 
tatgccagct tcctgagcgt cgtgggtacc tggtacgtca cagccatcgt tatcatcaag 1020 
tacatctggc cagataaaga gatgacccca gggaacatcc tgaccaggcc ggcttcctgg 1080 
atggctgtgt tcaatgccat gcccaccatc tgcttcggat ttcagtgcca cgtcagcagt 1140 
gtgcccgtct tcaacagcat gcagcagcct gaagtgaaga cctggggtgg agtggtgaca 1200 
gctgccatgg tcatagccct cgctgtctac atggggacag gcatctgtgg cttcctgacc 1260 
tttggagctg ctgtggatcc tgacgtgctc ctgtcctatc cctcggagga catggccgtg 1320 
gccgttgccc gagccttcat catcctgagc gtgctcacct cctaccctat cctgcacttc 1380 
tgtgggcggg cggtggtgga aggcctgtgg ctgcgctacc agggggtgcc agtggaggag 1440 
gacgtggggc gggagcggcg gcggcgagtg ctgcagacgc tggtctggtt cctgctcacc 1500 
ctgctgctgg cgctcttcat ccctgacatc ggcaaggtga tctcagtcat tggaggcctg 1560 
gccgcctgct tcatcttcgt cttcccaggg ctgtgcctca ttcaagccaa actctctgag 1620 
atggaagagg tcaaaccagc cagctggtgg gtgctggtca gctacggagt cctcttggtc 16 80 
accctgggag ccttcatctt cggccagacc acagccaacg ccatctttgt ggatctcttg 1740 
gcataaccac tgcctcccag ggaacacaag gcctttgcca ttggtcgcag gaacccatct 1800 
cttagagcta tggggccatt cttagtccac gatcattcca actggtggga tgacatccgg 1860 
acatcctctt ccagggactg gggcaaactc aggccccaca cctctggaca gctcaaatcc 1920 
agtccccttc ctgctcccca gtcctggcag tgccgtggat ggcggcagga agtctcacat 1980 
catagaggac ccctcctcct ctcccagttc tcaacttctc catgcctgga atccacgggt 2040 
gaagagagtc ggtagatctc ataagaaaga atccagtctg acttccctct ggagaatgac 2100 
tatggacaga aggccaccat cctccacaga gcaccctgtc ctgagtaggg gttgtgctca 2160 
ttaccccagg ccagtggtag cttcctcagg agcctggcca cttccaacgg tagcactgaa 2220 
gtcatgcaaa tgcatagtca ggtagattca gaccttgtcc acaccttcct gggcaacccc 2280 
caccatgaac ctgtcagcct ctttcccata gctaatagac atttcccagg ccttgagggg 2340 
ccccaccctg tctctttcat caaacctgat ggtccaggct gggcatccct ctcctcctcc 2400 
atccccagac atcaccaggt ctaatgttta caaacggtgc cagcccggct ctgaagccaa 2460 
gggccgtccc gtgccacggt gctgtgagta ttcctccgtt agctttcccc ataaggttgg 2520 
gagtatctgc ttttgtgtct gagatgggcc cctcttttca gaggccgcag ggtgggtgat 2580 
ggagaaggct gagaaccttt cagaccctct gtgtgggctg ggctggtcag aatcagggtg 2640 
tacctccccg acaccttctt tttcagtgat gttttctctt ctccctgcct ttcctctgcc 2700 
tcctcccctg ccagccctag cgtgactacc cagagacaaa aaaaaaaaaa aa 27 52 



<210> 29 

<211> 2580 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
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<223> Incyte ID No: 1733477CB1 



<400> 29 

ggagcagccc 

ggacacacag 

catggaacgg 

acctaggacc 

tctgctccaa 

cctgggtgac 

ctacgccctc 

cttcatctac 

gtctgtgatg 

gatcaatgag 

ggttggcctc 

gtcagaacct 

gctcaagtat 

tacagtgctg 

agctgtggct 

gctgcccatg 

tggcatgggt 

ggtgccccca 

catcgctgtg 

cggctaccgg 

aggcatcttc 

caccgggggc 

tgtcaaactt 

tgtgaacctg 

tcgggcggat 

ccttggcttg 

gccccactac 

gtactcagag 

ctttgccaat 

cttcctcatc 

actgcagaaa 

cattaatgtc 

gatggtgagc 

ggccccagat 

catcctggac 

tattttccat 

tgtggtcagc 

ctttgcctct 

cagccctgtt 

ggaggtgcag 

ggagtcccct 

agcgctccag 

gagggaactg 



gcaccggaca 
gcactgctgt 
ccgctgctga 
caccagtggc 
cacctcccgg 
ctgttatccg 
ctggctggat 
ttcctgtttg 
gtgggcggtg 
acagccagag 
ttccaggtgg 
cttgtccgag 
gtgtttggcc 
gaggtctgct 
ggggtggtgc 
ccgatacccg 
ctaaagcaca 
gtggccccca 
gttgggtttg 
gtggacagca 
cagtgcttcc 
aactcgcagg 
ggggaactct 
aagggcatgc 
ctgcttatct 
gtggttgcgg 
tctgtcctgg 
gccaaggaag 
gctgagttct 
tcccagaaga 
gaggagaagc 
aacaccagcc 
tcaggagata 
gggtccacac 
ctgggtgccc 
gacttccggg 
cagcttgagg 
gtccatgatg 
tcggtcacca 
ggcacccttig 
ccatgtacac 
gtctgggaca 
gtgcatattt 



acttgcgagc 
ctgcaacaca 
accaggagca 
ggacctggtt 
ttttggtctg 
gcctgagtgt 
tgccccccgt 
gcacttcccg 
tgacagaatc 
atgctgcccg 
ggctgggcct 
gctataccac 
tccatctgag 
ggaagctgcc 
tcgtggtggt 

gggagctgct 

gatttgaggt 
acacccagct 
ccattgccat 
accaggagct 
ccgtgagttg 
ttgctggagc 
tccatgacct 
tgaggcagct 
ggctggtgac 
tcatcttctc 
ggcaggtgcc 
tccggggggt 
acagtgatgc 
agaaactgct 
ttcggaaaca 
ttgaagacat 
agatggaaga 
tgaaggccct 
tctcctttgt 
agattgaggt 
ctgggcactt 
ctgtcacctt 
gactctgaac 
agaagcccct 
acacacaact 
gggcctgcat 
tagcctcagg 



catggggctg 
agcaatggac 
tttggaggag 
gcagtgctcc 
gttaccccgg 
ggccatcatg 
gtttggcctc 
gcacatctcc 
cctggccccg 
ggtacaggtg 
gatccacttc 
agctgcagct 
cagccactct 
ccagagcaag 
gaagctgttg 
cacgctcatc 
agatgtcgtg 
gttctcaaag 
ctcactgggg 
ggtggccctg 
ctctatgtct 
catctcttcc 
gcccaaggcg 
cagcgacatg 
cttcacggcc 
cctgctgctc 
agacacggat 
gaaggtcttc 
gctgaagcag 
caagaagcag 
ggctgcctcc 
gaggagcaac 
tgcaacagcc 
gggcctgcct 
ggacactgtg 
ggaggtgtac 
cttcgatgca 
tgccctccaa 
atgctacatc 
cacccctagg 
cagggaagga 
gcagtcaggc 
aataaagatt 



gcggatgcgt 
ctgcggaggc 
ctggggcgct 
cgtgctcggg 
tatcctgtgc 
cagcttccgc 
tatagctcct 
gtggggacct 
caggccttga 
gcctccacac 
ggcttcgtgg 
gtgcaggtct 
gggccactgt 
gttggcaccg 
aatgacaagc 
ggggccacag 
ggcaacatcc 
ctcgtgggca 
aagatcttcg 
ggcctcagta 
cggagcctgg 
cttttcatcc 
gtcctggcag 
cgctccctct 
accatcttgc 
gtggtggtcc 
atttacagag 
cgctcctcgg 
aggtgtggtg 
gagcagctga 
cccaagggcg 
aacgttgagg 
aatggtcaag 
cagccagact 
tgcctcaaga 
atggcggcct 
tccatcacca 
cacccgaggc 
ctgcccaaga 
ccgcctccag 
ggtcctggga 
tggcagtggc 
tgtctgctca 



cgggaccgag 
gagactacca 
ggggctcagc 
cctatgccct 
gtgactggct 
agggcttggc 
tctaccctgt 
ttgctgtcat 
acgactccat 
tcagtgtcct 
tcacctacct 
tcgtctcaca 
ccctcatcta 
tggtcactgc 
tgcagcagca 
gcatctccta 
ctgcagggct 
gcgccttcac 
ccctgaggca 
accttatcgg 
tacaggagag 
tcctcatcat 
ccatcatcat 
ggaaggccaa 
tgaacctgga 
ggacacagat 
atgtggcaga 
ccaccgtgta 
tggatgtcga 
agctgaagca 
cctcagtttc 
actgcaagat 
aagactccaa 
tccacagcct 
gcctgaagaa 
gccacagccc 
agaagcatct 
ctgtccccga 
ctgcacctct 
gtgctaccca 
ctccaagttc 
gcggtacagg 
aaaaaaaaaa 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 



<210> 30 
<211> 1481 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> misc_f eature 
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<223> Incyte ID No: 2641908CB1 



<400> 30 

tgatgattgt 

gatggtaatg 

gggtgatatt 

cgggatcctg 

catgctgcgc 

aaaggacccc 

ggccctggct 

gcttcagttt 

ctctccctct 

tgcaccaaac 

cctacgccac 

tgcgggcatg 

ctacgccaac 

gggtggcgtc 

gctggggatg 

ccaccagatt 

aagctgcatg 

cactcgtgtg 

tgctctggac 

aaacctgagg 

tgatggtgca 

gagaccccca 

aatccttctt 

cagtttcttg 

gtgctgaata 



gctggtggtg 
tcgtgactaa 
taagctgaaa 
tttgcagtga 
ctttatgtgg 
cgatgggtgg 
gccatcccct 
cggcgaaagg 
aagcagagcc 
ctgactgtga 
cccatcttcc 
gccaccttcc 
ctgctcatcg 
ctggtcaagc 
ctgctgtgcc 
gcgggcatca 
gaggcctgct 
gaatacatca 
aacagccaga 
ctcctccagg 
tagtccttca 
ggccttggca 
aggcctctaa 
gtctgtaaaa 
aatgctttac 



gtgatcatga 
atttgtcatt 
ggaatagaaa 
ccatgatggg 
acattaacca 
gtgcctggtg 
acttcttctt 
tcttagcagt 
ctggggagtc 
tccagttcat 
tgctggtggt 
tgcccaagtt 
gctgcctctc 
ggctccacct 
tcttcttcag 
cacaccagac 
cctgcccatt 
caccctgcca 
gtcctcccac 
gagagacctg 
gaagccagcc 
ggtggagcag 
ctgactctgt 
taggggagat 
ctggatgaaa 



cagagacaac 
tagtcacaac 
tgatgatgac 
gccaggcctg 
gatgccagaa 
gctgggtttc 
ccccaaggaa 
cacagactca 
cacgaagaag 
taaagtcttc 
cctgtcccag 
cctggagcgc 
cttcccttcg 
gggccctgtg 
cctgccgctc 
cagtgcccac 
ggacggcttt 
cgcaggctgc 
ctcccaccct 
ggctgcactg 
aggcaccacc 
tgaactcctg 
taccttaggc 
attattaagt 
aaaaaaaaaa 



aataacaatc 
gatatgggtg 
agcaactcgc 
gcctttgggc 
ggtggtatca 
ctcatcgctg 
atgcccaagg 
cctgccagga 
caggatggcc 
cccagggtgc 
gtatgcttgt 
cagttttcca 
gtcatcgtgg 
ggatgcggtg 
ttctttatcg 
cctgggctgg 
aaccctgtct 
tcaagctggg 
catgctgggc 
gctggtgcag 
tgggcctgag 
tggatatggg 
aaattattta 
gcctactaca 
a 



atcacatcgt 
atgtgaatga 
ccctctacct 
tgggcagcct 
gcctgaccat 
ccggtgcagt 
aaaaacgtga 
agggcaagga 
tagtccagat 
tgctgcagac 
catccatggc 
tcacagcctc 
gcatcgtggt 
ccctttgcct 
gctgctccag 
agctgtctcc 
gcgaccccag 
tggtccagga 
atcagcatct 
aagaacctgt 
agcccttcca 
aaccgattca 
actagtgcct 
gagcaggaat 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1481 



<210> 31 

<211> 667 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 2656554CB1 



<400> 31 

ctaaagtggc 

gataaaatag 

gagacagtca 

ggagctgctt 

aaatcatcga 

gaaatttgcc 

aagtctgttg 

tttgtaatga 

gctgcaccga 

attcctctta 

taagagaata 

atgaaat 



agtgtttctt 
cccttatcca 
agggttatgt 
gtcttcaatt 
ttccgcttct 
atgtcacgag 
acagatgcgg 
tgttgggaag 
tgaacattac 
tatcaactaa 
ttgtgtccaa 



ctgaaattct 
ggtttttatc 
cagaaaagga 
ttttgctcat 
tgcatgaaac 
agcaaatgtc 
gtccattgtc 
tgatggctct 
gaagttctag 
tttcaagaag 
gtccttttta 



caggcagtca 
taaggaatcc 
tgagtatcag 
ccttaccatt 
tggaggagca 
acagtcatgt 
atgtggggag 
gcagtcacaa 
aaaaaacatc 
aaaacttgca 
tttatacgaa 



gactgtctta 
caagaagact 
tttcaacatc 
ttgacaatct 
atggtgtatg 
tctcacacgg 
tcgagggcga 
agagcagcct 
acttcaaaat 
gaaactaacc 
cagtgtctta 



ggcaaatctt 

ggggaatgga 

agggagcggt 
ggttatttaa 
acaagccgcc 
cacataatgc 
gctgtttgtt 
tctctcactg 
gcctggagta 
ccacccctct 
ttttcttata 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
667 



<210> 32 
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<211> 1635 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> Incyte ID No: 2719228CB1 



<400> 32 

atagctgtct tgagccccaa gcctcttcct cccctgctgc ccctctgcag ccattcggga 60 

tgggaccccc tctggggtgt cagcacgaaa gggctaacgg gagccccttc cttggcctcc 120 

ccctgtaggt tacagagcca tcacggtgcg gaagctcatg cagggcatgg gccttggcct 180 

ctccagcgtc tttgctctgt gcctgggcca cacctccagc ttctgtgagt ctgtggtctt 240 

tgcatcagcc tccatcggcc tccagacctt caaccacagt ggcatttctg ttaacatcca 300 

ggacttggcc ccgtcctgcg ccggctttct gtttggtgtg gccaacacag ccggggcctt 360 

ggcaggtgtc gtgggtgtgt gtctaggcgg ctacttgatg gagaccacgg gctcctggac 420 

ttgcctgttc aaccttgtgg ccatcatcag caacctgggg ctgtgcacct tcctggtgtt 480 

tggacaggct cagagggtgg acctgagctc tacccatgag gacctctagc tcccaacccc 540 

acagcctctc caaggaccca ggcgccagca gccccgggac acaggggact cagtgtgtga 600 

gacttggtca ctccatgtca gacacacgag cagagaggaa cacaaaccac tgtggagcct 660 

gaagctcctt aagaagagtc cacaacagct ggtgggaggg tggggtgggc ctgggtccag 720 

accaggctcg ctgctctctg ggcctcagtt tccccacctg ccagcgggct cggccctgtc 780 

ctcctcacag gctggtgtgg ccgtcagggt gggtggggtt attgttagta ggcgcagcct 840 

cattcccacc acgatctgtt ccgcgtggtt cccgccaaac ctccctcggt cgccgtgttc 900 

tccgcaagcc tcctgcagcg cccgcctgcc aatgtgaggc tggcaccagg ctgcagcctc 960 

cccaatccca gcccactttg ctgtgtctct ggcgggctgt cctccttggt gggagctgtc 1020 

ctgcacactg taggatgctt aaaggtatcc ctggcctcca cccaccccta gccagcagct 1080 

cccagtcaga caacagccag aaatgtctcc agactctgcc cagcctcccc aggtagccac 1140 

cctcgagaca cgacctcaga gtctctgtgt ctcctagaag cctgacagag acccccaggg 1200 

cagtgggtgg gtggcgggct agagaccctt gcctgtgtcc gggaccctgg cgccgctctc 1260 

ccctcctgtg gatccctccg cactaacagt gttctcagtg ggcagacgcc tgggcacccc 1320 

ttgggccctg cccagcatgg ccatggcgca ggctctcgaa cccgcatggc tttcccaggc 1380 

ctggtgattc tgctctccag ggacggttgg caccttcctc gggggcgggc cccacgcacc 1440 

ccagaacaca cagacccacc tttctggcgt tctttctacc tcccttttcg ttgcctgagg 1500 

agctggtggt ttcatgagtt aatgatacat cttgcaaggt gtacacatag agaaaaaaac 1560 

ctaaaaatgt ggaaaagcac gccaaagcct tatttaaata ataactatta aactattcaa 1620 

aaagaaaaaa aaaaa 163 5 



<210> 33 
<211> 1447 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> mi sc_£ eature 

<223> Incyte ID No: 3657824CB1 



<400> 33 

ccgagcggtg ccaggccagg 
cagccccgga ggccgcctgg 
gccccgaaca ccccgcccac 
gacggcgacc ctcaagcgct 
ttcgcctaca gcgacagccg 
ggagacacct tccatcgggg 



tgtgtgcgtc cgtcggtctt 
gcctatccct gtgccaggca 
ctcgcagtcc cctacgccgt 
gtggattttc gggtacggct 
tgtgggcttc gtgcgcggct 
cagcgacaag atgcctggcc 



tccgtgccca cgccggagac 60 
ccatgaagca ggagtctgca 120 
ccgctcagtt cccccgaaac 180 
ccctggtgtg gaggcccgac 240 
acagccgccg tttctggcag 300 
gtgtggtgac gctccttgaa 360 



34 
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gatcatgagg gctgcacttg gggcgtggca taccaagtgc aaggggagca ggtaagcaag 420 
gccctgaagt acctgaatgt gcgagaggca gtgcttggtg gctacgatac caaggaggtc 480 
accttctatc cccaagatgc tcctgaccaa ccactgaagg cattggccta tgtggccacc 540 
ccacagaacc ctggttacct gggccctgcg cctgaagagg ccattgccac gcagatcctg 600 
gcctgccggg gcttctccgg ccacaacctt gaatacttgc tgcgtctggc agacttcatg 660 
cagctctgtg ggcctcaggc gcaggacgag cacctggcag ccatcgtgga cgctgtgggc 720 
accatgttgc cctgcttctg ccccaccgag caggctctgg cgctggtgtg aggggctgag 780 
cccctgcggg gagtgctcat gtggacatca gggccagaca cccactccag tgcacaagac 840 
agacttgcga ccgcttgagc ccactgagca gatatggtgg gtggctggag gcttctcttt 900 
ctcagtccct gcctgtctgc cagcctgcag ctctcctgct tgacactgac ttactacttg 960 
aaactttatt tattgcacca tgttggtgtg gtgggcaggt ggagggcctg ccctggacac 1020 
aggggccctg ctgagcagtg gccccatcct ggaacttgac cagattcccc ccagtgctgc 1080 
tgctaacccc acaccaccca ggcctccacc tccccaggga gtctccaaga gcctcgatcc 1140 
tctgctcact cagcccagcc atccatagcc ctgggaattc cacctgccaa ggatcccagc 1200 
aggctggatg agggatagta gggcatgagg agaaggagcc ctgtaaggac tgaggccccg 1260 
gccagccctt ctcctccacc agttccccag agcagagctg gagctgatgc ctggacacag 1320 
ctgctgagcc tggcctgggc ctcttaccca cttggttgtt ttcttgtccc tctgtctgtc 1380 
tgtctatcta cttgtctgtc tgggccactc ctgcctgtgt gttggtctat tcctgggaag 1440 
ctcatca 1447 



<210> 34 

<211> 657 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<223> Incyte ID No: 5378485CB1 

<400> 34 

gactcctgtt gcgcatgctc agcgcgctgc ccggctgggg acccgcgcac ctgcagcgcc 60 

cgctgctcgg ccctgcatcc tgcctgggca tcctgcgccc ggccatgacg gcgcactcat 120 

tcgccctccc ggtcatcatc ttcaccacgt tctggggcct cgtcggcatc gccgggccct 180 

ggttcgtgcc gaagggaccc aaccgcggag tgatcatcac catgctggtc gccaccgccg 240 

tctgctgtta cctcttctgg ctcatcgcca tcctggcgca gctgaacccc ctgttcgggc 300 

cccagctgaa gaatgagacc atctggtacg tgcgcttcct gtgggagtga cccgccgccc 3 60 

ccgacccagg tgcccagctc tcggaatgac tgtggctcca ctgtccctga caaccccttc 420 

gtccggaccc tcccccacac aactatgtct ggtcaccagc tccctcctgc tggcacccag 480 

agacccggac ccgcaggccc tgcctggttc ctggaagtct tcccagtctt cccagccagc 540 

ccggggccct ggggagccct gggcacagca gcggccgagg ggatgtcctg ctccaatact 600 

cgcactgctc tggagtttgc actctttcgc aaggagatgc tgctggggag ctggtat 6 57 

<210> 35 

<211> 646 

<212> PRT 

<213> Mus musculus 

<220> 

<221> misc_f eature 

<223> GenBank ID No: g2612939 



<400> 35 

Met Arg Ala Pro Gly Ala Gly Thr Ala Ser Val Ala Ser Leu Ala 
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1 



5 



10 



15 



Leu Leu Trp Phe Leu Gly Leu Pro Trp Thr Trp Ser Ala Ala Ala 
20 25 30 

Ala Phe Cys Val Tyr Val Gly Gly Gly Gly Trp Arg Phe Leu Arg 
35 40 45 

lie Val Cys Lys Thr Ala Arg Arg Asp Leu Phe Gly Leu Ser Val 
50 55 60 

Leu lie Arg Val Arg Leu Glu Leu Arg Arg His Arg Arg Ala Gly 
65 70 75 

Asp Thr lie Pro Cys lie Phe Gin Ala Val Ala Arg Arg Gin Pro 
80 85 90 

Glu Arg Leu Ala Leu Val Asp Ala Ser Ser Gly lie Cys Trp Thr 
95 100 105 

Phe Ala Gin Leu Asp Thr Tyr Ser Asn Ala Val Ala Asn Leu Phe 

110 115 120 

Arg Gin Leu Gly Phe Ala Pro Gly Asp Val Val Ala Val Phe Leu 

125 130 135 

Glu Gly Arg Pro Glu Phe Val Gly Leu Trp Leu Gly Leu Ala Lys 

140 145 150 

Ala Gly Val Val Ala Ala Leu Leu Asn Val Asn Leu Arg Arg Glu 

155 160 165 

Pro Leu Ala Phe Cys Leu Gly Thr Ser Ala Ala Lys Ala Leu lie 

170 175 180 

Tyr Gly Gly Glu Met Ala Ala Ala Val Ala Glu Val Ser Glu Gin 

185 190 195 

Leu Gly Lys Ser Leu Leu Lys Phe Cys Ser Gly Asp Leu Gly Pro 

200 205 210 

Glu Ser lie Leu Pro Asp Thr Gin Leu Leu Asp Pro Met Leu Ala 

215 • 220 225 

Glu Ala Pro Thr Thr Pro Leu Ala Gin Ala Pro Gly Lys Gly Met 

230 235 240 

Asp Asp Arg Leu Phe Tyr lie Tyr Thr Ser Gly Thr Thr Gly Leu 

245 250 255 

Pro Lys Ala Ala lie Val Val His Ser Arg Tyr Tyr Arg lie Ala 

260 265 270 

Ala Phe Gly His His Ser Tyr Ser Met Arg Ala Ala Asp Val Leu 

275 280 285 

Tyr Asp Cys Leu Pro Leu Tyr His Ser Ala Gly Asn lie Met Gly 

290 295 300 

Val Gly Gin Cys Val lie Tyr Gly Leu Thr Val Val Leu Arg Lys 

305 310 315 

Lys Phe Ser Ala Ser Arg Phe Trp Asp Asp Cys Val Lys Tyr Asn 

320 325 330 

Cys Thr Val Val Gin Tyr lie Gly Glu lie Cys Arg Tyr Leu Leu 

335 340 345 

Arg Gin Pro Val Arg Asp Val Glu Gin Arg His Arg Val Arg Leu 

350 355 360 

Ala Val Gly Asn Gly Leu Arg Pro Ala He Trp Glu Glu Phe Thr 

365 370 375 

Gin Arg Phe Gly Val Pro Gin He Gly Glu Phe Tyr Gly Ala Thr 

380 385 390 

Glu Cys Asn Cys Ser He Ala Asn Met Asp Gly Lys Val Gly Ser 

395 400 405 

Cys Gly Phe Asn Ser Arg He Leu Thr His Val Tyr Pro He Arg 



410 



415 



420 



36 



PF-0633 USN 



Leu Val Lys Val Asn Glu Asp Thr Met Glu Pro Leu Arg Asp Ser 

425 430 435 

Glu Gly Leu Cys lie Pro Cys Gin Pro Gly Glu Pro Gly Leu Leu 

440 445 450 

Val Gly Gin lie Asn Gin Gin Asp Pro Leu Arg Arg Phe Asp Gly 

455 460 465 

Tyr Val Ser Asp Ser Ala Thr Asn Lys Lys lie Ala His Ser Val 

470 475 480 

Phe Arg Lys Gly Asp Ser Ala Tyr Leu Ser Gly Asp Val Leu Val 

485 490 495 

Met Asp Glu Leu Gly Tyr Met Tyr Phe Arg Asp Arg Ser Gly Asp 

500 505 510 

Thr Phe Arg Trp Arg Gly Glu Asn Val Ser Thr Thr Glu Val Glu 

515 520 525 

Ala Val Leu Ser Arg Leu Leu Gly Gin Thr Asp Val Ala Val Tyr 

530 535 540 

Gly Val Ala Val Pro Gly Val Glu Gly Lys Ala Gly Met Ala Ala 

545 550 555 

lie Ala Asp Pro His Ser Gin Leu Asp Pro Asn Ser Met Tyr Gin 

560 565 570 

Glu Leu Gin Lys Val Leu Ala Ser Tyr Ala Arg Pro lie Phe Leu 

575 580 585 

Arg Leu Leu Pro Gin Val Asp Thr Thr Gly Thr Phe Lys lie Gin 

590 595 600 

Lys Thr Arg Leu Gin Arg Glu Gly Phe Asp Pro Arg Gin Thr Ser 

605 610 615 

Asp Arg Leu Phe Phe Leu Asp Leu Lys Gin Gly Arg Tyr Val Pro 

620 625 630 

Leu Asp Glu Arg Val His Ala Arg lie Cys Ala Gly Asp Phe Ser 

635 640 645 

Leu 



<210> 36 
<211> 691 
<212> PRT 

<213> Schistosoma mansoni 
<220> 

<221> misc_f eature 

<223> GenBank ID No: g425474 

<400> 36 

Met Phe Ser Ala Leu Cys Arg Arg Gly Phe Leu Thr Asn Lys Val 

15 10 15 

Ser Gin Phe Arg Ser Thr Tyr Lys Cys Asp His Tyr Asn Leu Lys 

20 25 30 

Thr His lie Lys Pro Leu Lys Cys Ser Ser Ser Leu Arg Leu Thr 

35 40 45 

Val Gly Thr Gly Leu Phe lie Ala Leu His Ser Lys lie Ser Pro 

50 55 60 

Glu Ser Arg lie Gin Thr Val Gin Cys Glu Val Asp Ser Tyr Gin 

65 70 75 

Thr Asp Gin lie Thr Phe Ala Lys Ser Gly Gly lie Pro Arg Tyr 

80 85 90 
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m 



lie Gly Val 
He Leu Gly 
Leu Tyr Leu 
Thr His Glu 
Leu Cys Ser 
He Gly Leu 
Arg He Gin 
Phe Asp Val 
Asp Val Gin 
Gly Leu Arg 
Leu Ser He 
Pro Cys Val 
His He Ser 
Leu He Asp 
Ala Met Glu 
Lys Ala Lys 
Phe Gin Gly 
Val Leu Tyr 
Ala Gly His 
Arg Ser Leu 
Gly Tyr Thr 
Ser Gly He 
Ser Lys Gin 
He Tyr Ser 
Tyr Pro Asn 
Phe Leu Pro 
Ala Gly Lys 
Pro He Ser 



Leu He Leu 
95 

Ala Phe Val 

110 
Gly Asp Phe 

125 
Gly Phe Val 

140 
Ser Tyr Leu 

155 
Leu Gly Ser 

170 
Leu Phe Arg 

185 

His Ser Ser 

200 
Asn Phe Lys 

215 
Asn Gly He 

230 
Ser Pro Thr 

245 
Phe Leu He 

260 
Arg Glu Val 

275 
Glu Ala Phe 

290 
Asp Phe Leu 

305 
Met Leu Ser 

320 
Leu Ser Asn 

335 
Val Gly Gly 

350 
Leu Met Ser 

365 
Thr Gin Leu 

380 
Ala Leu Lys 

395 
Gly Ser He 

410 
His Val Asn 

425 
Ala Pro Ser 

440 
Arg Pro Glu 

455 
Gly Gly Lys 

470 
Ser Thr Val 

485 
Gly Glu He 



Pro Asp Cys 
Ala Ala Val 
Val Ser Ser 
Ser Ala Val 
Leu Gin Ser 
Val Gly Glu 
Lys Leu Val 
Gly Lys Leu 
Ser Ser Phe 
Gin Val Val 
Leu Thr Ala 
Gly Ser Leu 
Gin Ser Gin 
Ser His He 
He Asn Lys 
Glu Lys Leu 
Leu Thr Leu 
His Leu Met 
Phe Leu Ala 
Ser Leu Leu 
Arg He His 
Pro Ser Ser 
Asn He Lys 
He Glu Phe 
Thr He Val 
Val He Ala 
Val Ser Leu 
Leu Leu Asn 



Val Tyr Leu 
100 

Met Asn Val 
115 

Leu Ser Arg 
130 

Tyr Val Pro 
145 

Leu Ser Thr 
160 

Arg Met Ala 
175 

Tyr Gin Asp 
190 

Val Glu He 
205 

Lys Gin Cys 
220 

Gly Ser Val 
235 

Ala Leu He 
250 

Met Gly Thr 
265 

Asn Ser Leu 
280 

Arg Thr Val 
295 

He Asn Tyr 
310 

Ser Phe Gly 
325 

Asn Gly Val 
340 

Ser Arg Gly 
355 

Thr Thr Gin 
370 

Tyr Gly Gin 
385 

Asp He Leu 
400 

Ser Ser Ser 
415 

Glu Leu Pro 
430 

Ser Asp Val 
445 

Leu Asn Glu 
460 

Leu Val Gly 
475 

Leu Glu Arg 
490 

Gly Asp Lys 



38 



Phe Gly Ala 
105 

Tyr He Pro 
120 

Cys Val Val 
135 

Thr Leu Arg 
150 

Phe Leu Tyr 
165 

Arg Arg Met 
180 

Val Ala Tyr 
195 

He Gly Ser 
210 

He Ser Gin 
225 

Phe Ala Leu 
240 

Gly Cys Leu 
255 

Glu Leu Arg 
270 

Phe Ala Ser 
285 

Lys Ser Leu 
300 

Asn Val Asp 
315 

He Gly Ser 
330 

Val Leu Gly 
345 

Glu Leu Asp 
360 

Thr Leu Gin 
375 

Val Val Arg 
390 

Ala Leu Pro 
405 

Leu Val Val 
420 

Ser Ser Ser 
435 

Lys Phe Ala 
450 

Leu Ser Met 
465 

Gin Ser Gly 
480 

Phe Tyr Asp 
495 

Leu Thr Asn 



PF-0633 USN 



500 505 510 

Phe Asn Val Asn Tyr Leu Arg Ser Lys Leu lie Gly Tyr lie Ser 

515 520 525 

Gin Glu Pro Gin lie Phe Asn Ala Ser lie Arg Glu Asn lie Arg 

530 535 540 

Phe Gly Arg Phe Asp Ala Thr Asp Glu Glu Val Glu Glu Ala Ala 

545 550 555 

Lys Leu Ala Tyr Ala His Asp Phe lie Ser Asn Asp Leu Pro Tyr 

560 565 570 

Gly Tyr Asp Thr Leu Val Gly Gin Gly Thr Gly Thr lie Ala Gly 

575 580 585 

Leu Ser Gly Gly Gin Arg Gin Arg lie Ala lie Ala Arg lie Leu 

590 595 600 

Leu Lys Asn Ala Pro lie Leu Leu Met Asp Glu Ala Thr Ser Ala 

605 610 615 

Leu Asp Thr Glu Ser Glu Ala Lys Val Gin Asn Ala Leu Asn Asn 

620 625 630 

Ala Met Lys Gly Arg Thr Val Leu lie lie Ala His Arg Leu Ser 

635 640 645 

Thr Val Arg Lys Ala Asp Leu lie Leu Val Met Ser Lys Gly Gin 

650 655 660 

lie Val Glu Lys Gly Thr His Ser Glu Leu Met Ala Asn His Gly 

665 670 675 

Tyr Tyr Tyr Asn Leu Val Gin Arg Gin Glu Gly Cys Asp Val Phe 

680 685 690 

Asp 



<210> 37 
<211> 634 
<212> PRT 
<213> Rattus 



norvegicus 



<220> 

<221> misc_f eature 

<223> GenBank ID No: g3015617 



<400> 37 
Met Thr Val 
1 

Thr Asn Arg 
Phe Gly Leu 
Ala Cys Arg 
Ala Asp Arg 
Ala Thr Phe 
lie Tyr Arg 
Phe Leu Gly 
Tyr Arg Leu 



Ala Ser Thr 
5 

Val lie Ser 
20 

Leu Leu Val 
35 

Gly Trp Gly 
50 

Lys Met Gly 
65 

Gin Ser Ala 
80 

Phe Gly Thr 
95 

Leu Leu lie 
110 

His Leu Thr 



Ala Ala Pro 
Thr Phe Ser 
Leu Ser Leu 
Arg His Thr 
Cys Leu Pro 
Val Ala lie 
Gin Tyr Trp 
Pro Ala His 
Ser Ala Tyr 



Ser Tyr Thr 
10 

Val Val Asp 
25 

Val lie Gly 
40 

Val Gly Glu 
55 

Val Ala Leu 
70 

Leu Gly Gly 
85 

Phe Leu Gly 
100 

lie Phe lie 
115 

Glu Tyr Leu 



Thr Ser Asp 
15 

Tyr Val Val 
30 

Leu Tyr His 
45 

Leu Leu Met 
60 

Ser Leu Leu 
75 

Pro Ala Glu 
90 

Cys Ser Tyr 
105 

Pro Val Phe 
120 

Glu Leu Arg 



39 



PF-0633 



USN 





125 



130 



135 



Phe Asn Lys Ala Val Arg lie Cys Gly Thr Val Thr Phe lie Phe 

140 145 150 

Gin Met Val Val Tyr Met Gly Val Ala Leu Tyr Ala Pro Ser Leu 

155 160 165 

Ala Leu Asn Ala Val Thr Gly Phe Asp Leu Trp Leu Ser Val Leu 

170 175 180 

Ala Leu Gly lie Val Cys Asn lie Tyr Thr Ala Leu Gly Gly Leu 

185 190 195 

Lys Ala Val lie Trp Thr Asp Val Phe Gin Thr Leu lie Met Phe 

200 205 210 

Leu Gly Gin Leu Val Val lie lie Val Gly Ala Ala Lys Val Gly 

215 220 225 

Gly Leu Gly His Val Trp Ala Val Ala Ser Gin His Gly Leu lie 

230 235 240 

Ser Gly lie Glu Leu Asp Pro Asp Pro Phe Val Arg His Thr Phe 

245 250 255 

Trp Thr Leu Ala Phe Gly Gly Val Phe Met Met Leu Ser Leu Tyr 

260 265 270 

Gly Val Asn Gin Ala Gin Val Gin Arg Tyr Leu Ser Ser His Ser 

275 280 285 

Glu Lys Ala Ala Val Leu Ser Cys Tyr Ala Val Phe Pro Cys Gin 

290 295 300 

Gin Val Ala Leu Cys Met Ser Cys Leu lie Gly Leu Val Met Phe 

305 310 315 

Ala Tyr Tyr Lys Lys Tyr Ser Met Ser Pro Gin Gin Glu Gin Ala 

320 325 330 

Ala Pro Asp Gin Leu Val Leu Tyr Phe Val Met Asp Leu Leu Lys 

335 340 345 

Asp Met Pro Gly Leu Pro Gly Leu Phe Val Ala Cys Leu Phe Ser 

350 355 360 

Gly Ser Leu Ser Thr lie Ser Ser Ala Phe Asn Ser Leu Ala Thr 

365 370 375 

Val Thr Met Glu Asp Leu lie Gin Pro Trp Phe Pro Gin Leu Thr 

380 385 390 

Glu Thr Arg Ala lie Met Leu Ser Arg Ser Leu Ala Phe Ala Tyr 

395 400 405 

Gly Leu Val Cys Leu Gly Met Ala Tyr Val Ser Ser His Leu Gly 

410 415 420 

Ser Val Leu Gin Ala Ala Leu Ser lie Phe Gly Met Val Gly Gly 

425 430 435 

Pro Leu Leu Gly Leu Phe Cys Leu Gly Met Phe Phe Pro Cys Ala 

440 445 450 

Asn Pro Leu Gly Ala lie Val Gly Leu Leu Thr Gly Leu Thr Met 

455 460 465 

Ala Phe Trp lie Gly lie Gly Ser lie Val Ser Arg Met Ser Ser 

470 475 480 

Ala Ala Ala Ser Pro Pro Leu Asn Gly Ser Ser Ser Phe Leu Pro 

485 490 495 

Ser Asn Leu Thr Val Ala Thr Val Thr Thr Leu Met Pro Ser Thr 

500 505 510 

Leu Ser Lys Pro Thr Gly Leu Gin Gin Phe Tyr Ser Leu Ser Tyr 

515 520 525 

Leu Trp Tyr Ser Ala His Asn Ser Thr Thr Val lie Ala Val Gly 



530 



535 



540 



40 



PF-0633 USN 



Leu lie Val Ser Leu 
545 

Asn Pro Gly Thr lie 
560 

Leu Pro Leu Ser Cys 
575 

Gin Asp lie Pro Val 
590 

Asn Gly Ala Leu Gin 
605 

Asp Gly Leu Val His 
620 

Glu Thr Ser Leu 



Leu Thr Gly Gly Met 
550 

Tyr Pro Val Leu Pro 
565 

Gin Lys Arg Leu Cys 
580 

Val Thr Asn Leu Phe 
595 

Asp Ser Arg Asp Lys 
610 

Gin Pro Cys Ser Pro 
625 



Arg Gly Arg Ser Leu 
555 

Lys Leu Leu Ala Leu 
570 

Trp Arg Ser His Asn 
585 

Pro Glu Lys Met Gly 
600 

Glu Arg Met Ala Glu 
615 

Thr Tyr lie Val Gin 
630 



<210> 38 
<211> 507 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<223> GenBank ID No: g3639058 



<400> 38 
Met Ala Gly 
1 

Ala Glu Glu 
Ser Ala Asp 
Leu Gin Arg 
Gly Thr lie 
Leu Lys Glu 
Ala Cys Gly 
Leu Gly Thr 
Leu Glu Val 
Glu Leu Leu 
Val Phe Ala 
Val Pro Glu 
Leu Leu Thr 
Val Gin Asp 
lie lie Leu 



Ala Gly Pro 
5 

Lys Glu Glu 
20 

Gly Ser Ala 
35 

Asn lie Thr 
50 

lie Gly Ser 
65 

Ala Gly Ser 
80 

Val Phe Ser 
95 

Thr lie Ser 
110 

Tyr Gly Ser 
125 

lie lie Arg 

140 
Thr Tyr Leu 

155 

Glu Ala Ala 

170 
Ala Val Asn 

185 
Ala Phe Ala 

200 
Leu Gly Phe 



Lys Arg Arg 
Ala Arg Glu 
Pro Ala Gly 
Leu Leu Asn 
Gly lie Phe 
Pro Gly Leu 
lie Val Gly 
Lys Ser Gly 
Leu Pro Ala 
Pro Ser Ser 
Leu Lys Pro 
Lys Leu Val 
Cys Tyr Ser 
Ala Ala Lys 
Val Gin lie 



Ala Leu Ala 
10 

Lys Met Leu 
25 

Glu Gly Glu 
40 

Gly Val Ala 
55 

Val Thr Pro 
70 

Ala Leu Val 
85 

Ala Leu Cys 
100 

Gly Asp Tyr 
115 

Phe Leu Lys 
130 

Gin Tyr lie 
145 

Leu Phe Pro 
160 

Ala Cys Leu 
175 

Val Lys Ala 
190 

Leu Leu Ala 
205 

Gly Lys Gly 



Ala Pro Ala 
15 

Ala Ala Lys 
30 

Gly Val Thr 
45 

lie lie Val 
60 

Thr Gly Val 
75 

Val Trp Ala 
90 

Tyr Ala Glu 
105 

Ala Tyr Met 
120 

Leu Trp lie 
135 

Val Ala Leu 
150 

Thr Cys Pro 
165 

Cys Val Leu 
180 

Ala Thr Arg 
195 

Leu Ala Leu 
210 

Asp Val Ser 



41 
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215 



220 



225 



Asn Leu Asp Pro Lys Phe Ser Phe Glu Gly Thr Lys Leu Asp Val 

230 235 240 

Gly Asn lie Val Leu Ala Leu Tyr Ser Gly Leu Phe Ala Tyr Gly 

245 250 255 

Gly Trp Asn Tyr Leu Asn Phe Val Thr Glu Glu Met lie Asn Pro 

260 265 270 

Tyr Arg Asn Leu Pro Leu Ala lie lie lie Ser Leu Pro lie Val 

275 280 285 

Thr Leu Val Tyr Val Leu Thr Asn Leu Ala Tyr Phe Thr Thr Leu 

290 295 300 

Ser Thr Glu Gin Met Leu Ser Ser Glu Ala Val Ala Val Asp Phe 

305 310 315 

Gly Asn Tyr His Leu Gly Val Met Ser Trp lie lie Pro Val Phe 

320 325 330 

Val Gly Leu Ser Cys Phe Gly Ser Val Asn Gly Ser Leu Phe Thr 

335 340 345 

Ser Ser Arg Leu Phe Phe Val Gly Ser Arg Glu Gly His Leu Pro 

350 355 360 

Ser lie Leu Ser Met lie His Pro Gin Leu Leu Thr Pro Val Pro 

365 370 375 

Ser Leu Val Phe Thr Cys Val Met Thr Leu Leu Tyr Ala Phe Ser 

380 385 390 

Lys Asp lie Phe Ser Val lie Asn Phe Phe Ser Phe Phe Asn Trp 

395 400 405 

Leu Cys Val Ala Leu Ala lie lie Gly Met lie Trp Leu Arg His 

410 415 420 

Arg Lys Pro Glu Leu Glu Arg Pro lie Lys Val Asn Leu Ala Leu 

425 430 435 

Pro Val Phe Phe lie Leu Ala Cys Leu Phe Leu lie Ala Val Ser 

440 445 450 

Phe Trp Lys Thr Pro Val Glu Cys Gly lie Gly Phe Thr lie lie 

455 460 465 

Leu Ser Gly Leu Pro Val Tyr Phe Phe Gly Val Trp Trp Lys Asn 

470 475 480 

Lys Pro Lys Trp Leu Leu Gin Gly lie Phe Ser Thr Thr Val Leu 

485 490 495 

Cys Gin Lys Leu Met Gin Val Val Pro Gin Glu Thr 



<210> 39 
<211> 504 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> GenBank ID No: gl840045 

<400> 39 

Met Glu Ala Pro Leu Gin Thr Glu Met Val Glu Leu Val Pro Asn 

15 10 15 

Gly Lys His Ser Glu Gly Leu Leu Pro Val lie Thr Pro Met Ala 



500 



505 



42 



PF-0633 



USN 





20 



25 



30 



Gly Asn Gin Arg Val Glu Asp Pro Ala Arg Ser Cys Met Glu Gly 
35 40 45 

Lys Ser Phe Leu Gin Lys Ser Pro Ser Lys Glu Pro His Phe Thr 
50 55 60 

Asp Phe Glu Gly Lys Thr Ser Phe Gly Met Ser Val Phe Asn Leu 
65 70 75 

Ser Asn Ala lie Met Gly Ser Gly lie Leu Gly Leu Ala Tyr Ala 
80 85 90 

Met Ala Asn Thr Gly lie lie Leu Phe Leu Phe Leu Leu Thr Ala 
95 100 105 

Val Ala Leu Leu Ser Ser Tyr Ser lie His Leu Leu Leu Lys Ser 

110 115 120 

Ser Gly Val Val Gly lie Arg Ala Tyr Glu Gin Leu Gly Tyr Arg 

125 130 135 

Ala Phe Gly Thr Pro Gly Lys Leu Ala Ala Ala Leu Ala lie Thr 

140 145 150 

Leu Gin Asn lie Gly Ala Met Ser Ser Tyr Leu Tyr lie lie Lys 

155 160 165 

Ser Glu Leu Pro Leu Val lie Gin Thr Phe Leu Asn Leu Glu Glu 

170 175 180 

Lys Thr Ser Asp Trp Tyr Met Asn Gly Asn Tyr Leu Val lie Leu 

185 190 195 

Val Ser Val Thr lie lie Leu Pro Leu Ala Leu Met Arg Gin Leu 

200 205 210 

Gly Tyr Leu Gly Tyr Ser Ser Gly Phe Ser Leu Ser Cys Met Val 

215 220 225 

Phe Phe Leu lie Ala Val lie Tyr Lys Lys Phe His Val Pro Cys 

230 235 240 

Pro Leu Pro Pro Asn Phe Asn Asn Thr Thr Gly Asn Phe Ser His 

245 250 255 

Val Glu lie Val Lys Glu Lys Val Gin Leu Gin Val Glu Pro Glu 

260 265 270 

Ala Ser Ala Phe Cys Thr Pro Ser Tyr Phe Thr Leu Asn Ser Gin 

275 280 285 

Thr Ala Tyr Thr lie Pro lie Met Ala Phe Ala Phe Val Cys His 

290 295 300 

Pro Glu Val Leu Pro lie Tyr Thr Glu Leu Lys Asp Pro Ser Lys 

305 310 315 

Lys Lys Met Gin His lie Ser Asn Leu Ser lie Ala Val Met Tyr 

320 325 330 

lie Met Tyr Phe Leu Ala Ala Leu Phe Gly Tyr Leu Thr Phe Tyr 

335 340 345 

Asn Gly Val Glu Ser Glu Leu Leu His Thr Tyr Ser Lys Val Asp 

350 355 360 

Pro Phe Asp Val Leu lie Leu Cys Val Arg Val Ala Val Leu Thr 

365 370 375 

Ala Val Thr Leu Thr Val Pro lie Val Leu Phe Pro Val Arg Arg 

380 385 390 

Ala lie Gin Gin Met Leu Phe Pro Asn Gin Glu Phe Ser Trp Leu 

395 400 405 

Arg His Val Leu lie Ala Val Gly Leu Leu Thr Cys lie Asn Leu 

410 415 420 

Leu Val lie Phe Ala Pro Asn lie Leu Gly lie Phe Gly Val lie 



425 



430 



435 
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Gly Ala Thr Ser Ala Pro Phe Leu lie Phe lie Phe Pro Ala lie 

440 445 450 

Phe Tyr Phe Arg lie Met Pro Thr Glu Lys Glu Pro Ala Arg Ser 

455 460 465 

Thr Pro Lys lie Leu Ala Leu Cys Phe Ala Met Leu Gly Phe Leu 

470 475 480 

Leu Met Thr Met Ser Leu Ser Phe lie lie lie Asp Trp Ala Ser 

485 490 495 
Gly Thr Ser Arg His Gly Gly Asn His 

500 



<210> 40 
<211> 393 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> GenBank ID No: gl526438 

<400> 40 

Met Ala Ala Val Gly Ala Gly Gly Ser Thr Ala Ala Pro Gly Pro 

15 10 15 

Gly Ala Val Ser Ala Gly Ala Leu Glu Pro Gly Thr Ala Ser Ala 

20 25 30 

Ala His Arg Arg Leu Lys Tyr lie Ser Leu Ala Val Leu Val Val 

35 40 45 

Gin Asn Ala Ser Leu lie Leu Ser lie Arg Tyr Ala Arg Thr Leu 

50 55 60 

Pro Gly Asp Arg Phe Phe Ala Thr Thr Ala Val Val Met Ala Glu 

65 70 75 

Val Leu Lys Gly Leu Thr Cys Leu Leu Leu Leu Phe Ala Gin Lys 

80 85 90 

Arg Gly Asn Val Lys His Leu Val Leu Phe Leu His Glu Ala Val 

95 100 105 

Leu Val Gin Tyr Val Asp Thr Leu Lys Leu Ala Val Pro Ser Leu 

110 115 120 

lie Tyr Thr Leu Gin Asn Asn Leu Gin Tyr Val Ala lie Ser Asn 

125 130 135 

Leu Pro Ala Ala Thr Phe Gin Val Thr Tyr Gin Leu Lys lie Leu 

140 145 150 

Thr Thr Ala Leu Phe Ser Val Leu Met Leu Asn Arg Ser Leu Ser 

155 160 165 

Arg Leu Gin Trp Ala Ser Leu Leu Leu Leu Phe Thr Gly Val Ala 

170 175 180 

lie Val Gin Ala Gin Gin Ala Gly Gly Gly Gly Pro Arg Pro Leu 

185 190 195 

Asp Gin Asn Pro Gly Ala Gly Leu Ala Ala Val Val Ala Ser Cys 

200 205 210 

Leu Ser Ser Gly Phe Ala Gly Val Tyr Phe Glu Lys lie Leu Lys 

215 220 225 

Gly Ser Ser Gly Ser Val Trp Leu Arg Asn Leu Gin Leu Gly Leu 

230 235 240 



44 
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Phe Gly Thr Ala Leu Gly Leu Val Gly Leu Trp Trp Ala Glu Gly 

245 250 255 

Thr Ala Val Ala Thr Arg Gly Phe Phe Phe Gly Tyr Thr Pro Ala 

260 265 270 

Val Trp Gly Val Val Leu Asn Gin Ala Phe Gly Gly Leu Leu Val 

275 280 285 

Ala Val Val Val Lys Tyr Ala Asp Asn lie Leu Lys Gly Phe Ala 

290 295 300 

Thr Ser Leu Ser lie Val Leu Ser Thr Val Ala Ser lie Arg Leu 

305 310 315 

Phe Gly Phe His Val Asp Pro Leu Phe Ala Leu Gly Ala Gly Leu 

320 325 330 

Val lie Gly Ala Val Tyr Leu Tyr Ser Leu Pro Arg Gly Ala Ala 

335 340 345 

Lys Ala lie Ala Ser Ala Ser Ala Ser Ala Ser Gly Pro Cys Val 

350 355 360 

His Gin Gin Pro Pro Gly Gin Pro Pro Pro Pro Gin Leu Ser Ser 

365 370 375 

His Arg Gly Asp Leu lie Thr Glu Pro Phe Leu Pro Lys Ser Val 

380 385 390 

Leu Val Lys 



<210> 41 

<211> 893 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<223> GenBank ID No: g3335175 



<400> 41 
His Val Gin 
1 

Pro Thr Leu 
Leu Ala Val 
Ser Ala Val 
Val His Gly 
Ser Gly Thr 
Lys Glu Arg 
Asp Leu Gin 
Arg Gly Thr 
Ala Arg Ala 
Pro Leu Ser 



Asp Phe Thr 
5 

Gin Gly Leu 
20 

Val Gly Pro 
35 

Leu Gly Glu 
50 

Arg lie Ala 
65 

Leu Arg Ser 
80 

Tyr Glu Lys 
95 

Leu Leu Glu 
110 

Thr Leu Ser 
125 

Val Tyr Gin 
140 

Ala Val Asp 



Ala Phe Trp 
Ser Phe Thr 
Val Gly Ala 
Leu Ala Pro 
Tyr Val Ser 
Asn lie Leu 
Val lie Lys 
Asp Gly Asp 
Gly Gly Gin 
Asp Ala Asp 
Ala Glu Val 



Asp Lys Ala 
10 

Val Arg Pro 
25 

Gly Lys Ser 
40 

Ser His Gly 
55 

Gin Gin Pro 
70 

Phe Gly Lys 
85 

Ala Cys Ala 
100 

Leu Thr Val 
115 

Lys Ala Arg 
130 

lie Tyr Leu 
145 

Ser Arg His 



Ser Glu Thr 
15 

Gly Glu Leu 
30 

Ser Leu Leu 
45 

Leu Val Ser 
60 

Trp Val Phe 
75 

Lys Tyr Glu 
90 

Leu Lys Lys 
105 

lie Gly Asp 
120 

Val Asn Leu 
135 

Leu Asp Asp 
150 

Leu Phe Glu 



45 
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155 



160 



165 



Leu Cys lie Cys Gin lie Leu His Glu Lys lie Thr lie Leu Val 

170 175 180 

Thr His Gin Leu Gin Tyr Leu Lys Ala Ala Ser Gin lie Leu lie 

185 190 195 

Leu Lys Asp Gly Lys Met Val Gin Lys Gly Thr Tyr Thr Glu Phe 

200 205 210 

Leu Lys Ser Gly lie Asp Phe Gly Ser Leu Leu Lys Lys Asp Asn 

215 220 225 

Glu Glu Ser Glu Gin Pro Pro Val Pro Gly Thr Pro Thr Leu Arg 

230 235 240 

Asn Arg Thr Phe Ser Glu Ser Ser Val Trp Ser Gin Gin Ser Ser 

245 250 255 

Arg Pro Ser Leu Lys Asp Gly Ala Leu Glu Ser Gin Asp Thr Glu 

260 265 270 

Asn Val Pro Val Thr Leu Ser Glu Glu Asn Arg Ser Glu Gly Lys 

275 280 285 

Val Gly Phe Gin Ala Tyr Lys Asn Tyr Phe Arg Ala Gly Ala His 

290 295 300 

Trp lie Val Phe lie Phe Leu lie Leu Leu Asn Thr Ala Ala Gin 

305 310 315 

Val Ala Tyr Val Leu Gin Asp Trp Trp Leu Ser Tyr Trp Ala Asn 

320 325 330 

Lys Gin Ser Met Leu Asn Val Thr Val Asn Gly Gly Gly Asn Val 

335 340 345 

Thr Glu Lys Leu Asp Leu Asn Trp Tyr Leu Gly lie Tyr Ser Gly 

350 355 360 

Leu Thr Val Ala Thr Val Leu Phe Gly lie Ala Arg Ser Leu Leu 

365 370 375 

Val Phe Tyr Val Leu Val Asn Ser Ser Gin Thr Leu His Asn Lys 

380 385 390 

Met Phe Glu Ser lie Leu Lys Ala Pro Val Leu Phe Phe Asp Arg 

395 400 405 

Asn Pro lie Gly Arg lie Leu Asn Arg Phe Ser Lys Asp lie Gly 

410 415 420 

His Leu Asp Asp Leu Leu Pro Leu Thr Phe Leu Asp Phe lie Gin 

425 430 435 

Thr Leu Leu Gin Val Val Gly Val Val Ser Val Ala Val Ala Val 

440 445 450 

lie Pro Trp lie Ala lie Pro Leu Val Pro Leu Gly lie lie Phe 

455 460 465 

lie Phe Leu Arg Arg Tyr Phe Leu Glu Thr Ser Arg Asp Val Lys 

470 475 480 

Arg Leu Glu Ser Thr Thr Arg Ser Pro Val Phe Ser His Leu Ser 

485 490 495 

Ser Ser Leu Gin Gly Leu Trp Thr lie Arg Ala Tyr Lys Ala Glu 

500 505 510 

Glu Arg Cys Gin Glu Leu Phe Asp Ala His Gin Asp Leu His Ser 

515 520 525 

Glu Ala Trp Phe Leu Phe Leu Thr Thr Ser Arg Trp Phe Ala Val 

530 535 540 

Arg Leu Asp Ala lie Cys Ala Met Phe Val lie lie Val Ala Phe 

545 550 555 

Gly Ser Leu lie Leu Ala Lys Thr Leu Asp Ala Gly Gin Val Gly 



560 



565 



570 
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Leu Ala Leu Ser Tyr Ala Leu Thr Leu Met Gly Met Phe Gin Trp 

575 580 585 

Cys Val Arg Gin Ser Ala Glu Val Glu Asn Met Met lie Ser Val 

590 595 600 

Glu Arg Val lie Glu Tyr Thr Asp Leu Glu Lys Glu Ala Pro Trp 

605 610 615 

Glu Tyr Gin Lys Arg Pro Pro Pro Ala Trp Pro His Glu Gly Val 

620 625 630 

lie lie Phe Asp Asn Val Asn Phe Met Tyr Ser Pro Gly Gly Pro 

635 640 645 

Leu Val Leu Lys His Leu Thr Ala Leu lie Lys Ser Gin Glu Lys 

650 655 660 

Val Gly lie Val Gly Arg Thr Gly Ala Gly Lys Ser Ser Leu lie 

665 670 675 

Ser Ala Leu Phe Arg Leu Ser Glu Pro Glu Gly Lys lie Trp lie 

680 685 690 

Asp Lys lie Leu Thr Thr Glu lie Gly Leu His Asp Leu Arg Lys 

695 700 705 

Lys Met Ser lie lie Pro Gin Glu Pro Val Leu Phe Thr Gly Thr 

710 715 720 

Met Arg Lys Asn Leu Asp Pro Phe Lys Glu His Thr Asp Glu Glu 

725 730 735 

Leu Trp Asn Ala Leu Gin Glu Val Gin Leu Lys Glu Thr lie Glu 

740 745 750 

Asp Leu Pro Gly Lys Met Asp Thr Glu Leu Ala Glu Ser Gly Ser 

755 760 765 

Asn Phe Ser Val Gly Gin Arg Gin Leu Val Cys Leu Ala Arg Ala 

770 775 780 

lie Leu Arg Lys Asn Gin lie Leu lie lie Asp Glu Ala Thr Ala 

785 790 795 

Asn Val Asp Pro Arg Thr Asp Glu Leu lie Gin Lys Lys lie Arg 

800 805 810 

Glu Lys Phe Ala His Cys Thr Val Leu Thr lie Ala His Arg Leu 

815 820 825 

Asn Thr lie lie Asp Ser Asp Lys lie Met Val Leu Asp Ser Gly 

830 835 840 

Arg Leu Lys Glu Tyr Asp Glu Pro Tyr Val Leu Leu Gin Asn Lys 

845 850 855 

Glu Ser Leu Phe Tyr Lys Met Val Gin Gin Leu Gly Lys Ala Glu 

860 865 870 

Ala Ala Ala Leu Thr Glu Thr Ala Lys Gin Val lie Leu Gin Lys 

875 880 885 

Lys Leu Ser Thr Tyr Trp Ser His 

890 



<210> 42 

<211> 453 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<223> GenBank ID No: gl279457 



47 
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<400> 42 
Met Ala Leu 
1 

Ala lie Gly 
Ala Arg Ala 
Val Arg Ser 
Leu Leu Asn 
lie Pro Asp 
Leu Glu Val 
Trp Pro Ser 
Leu Ala Ala 
Ala Ala Thr 
Leu Val Gly 
Leu Gin Trp 
Val Ser Val 
Ala Pro Trp 
Gin Gly Gly 
Pro Glu Leu 
Ala Gly Glu 
Ser Ser Leu 
Gly Gly He 
His Thr Leu 
Leu Phe Pro 
His Ser Asp 
Lys Ala Leu 
Ala Asp Arg 
Cys Leu Ala 
Asp Glu Ala 
Gin Ala Met 



Arg Gly Phe 
5 

Leu Phe Ala 
20 

Ser Arg Leu 
35 

Pro He Ser 
50 

Arg Phe Ser 
65 

Lys Leu Arg 
80 

Ser Leu Val 
95 

Cys His Cys 

110 
Asn Val Glu 

125 
Cys Ala Val 

140 
Phe Ser Val 

155 

Val Val Arg 

170 
Glu Arg Met 

185 
Arg Leu Pro 

200 
Gin He Glu 

215 
Pro Leu Ala 

230 
Lys Val Gly 

245 
Ala Ser Gly 

260 
Trp He Asp 

275 
Arg Ser Arg 

290 
Gly Ser Leu 

305 
Glu Ala He 

320 
Val Ala Cys 

335 
Gly Glu Asp 

350 
Arg Ala Leu 

365 
Thr Ala Ala 

380 
Leu Gly Ser 

395 



Cys Ser Arg 
Ser Met Ala 
Leu Phe Gin 
Phe Phe Glu 
Lys Glu Thr 
Ser Leu Leu 
Val Glu Trp 
Phe Ser Ser 
Leu Leu Gly 
Leu Ser Lys 
Ser Ala Ala 
Asn Trp Thr 
Gin Asp Tyr 
Thr Cys Ala 
Phe Arg Asp 
Val Gin Gly 
He Val Gly 
Leu Leu Arg 
Gly Val Pro 
He Ser He 
Arg Met Asn 
Trp Ala Ala 
Leu Pro Gly 
Leu Ser Val 
Leu Arg Lys 
Val Asp Pro 
Trp Phe Ala 



Trp Leu Arg 
10 

Ala Val Leu 
25 

Arg Leu Leu 
40 

Arg Thr Pro 
55 

Asp Thr Val 
70 

Met Tyr Ala 
85 

Pro Thr Pro 
100 

Thr Leu Gly 
115 

Asn Gly Leu 
130 

Ala His Leu 
145 

Leu Gin Val 
160 

Asp Leu Glu 
175 

Ala Trp Thr 
190 

Ala Gin Pro 
205 

Phe Gly Leu 
220 

Val Ser Phe 
235 

Arg Thr Gly 
250 

Leu Gin Glu 
265 

He Ala His 
280 

He Pro Gin 
295 

Leu Asp Leu 
310 

Leu Glu Thr 
325 

Gin Leu Gin 
340 

Gly Gin Lys 
355 

Thr Gin He 
370 

Gly Thr Glu 
385 

Gin Cys Thr 
400 



Pro Ala Leu 
15 

Leu Gly Gly 
30 

Trp Asp Val 
45 

He Gly His 
60 

Asp Val Asp 
75 

Phe Gly Leu 
90 

Leu Pro Leu 
105 

Phe Arg Trp 
120 

Val Phe Ala 
135 

Ser Ala Gly 
150 

Thr Gin Thr 
165 

Asn Ser He 
180 

Pro Lys Glu 
195 

Pro Trp Pro 
210 

Arg Tyr Arg 
225 

Lys He His 
240 

Ala Gly Lys 
255 

Ala Ala Glu 
270 

Val Gly Val 
285 

Asp Pro He 
300 

Leu Gin Glu 
315 

Val Gin Leu 
330 

Tyr Lys Cys 
345 

Gin Leu Leu 
360 

Leu He Leu 
375 

Leu Gin Met 
390 

Val Leu Leu 
405 
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lie Ala His Arg Leu Arg Ser Val Met Asp Cys Ala Arg Val Leu 

410 415 420 

Val Met Asp Lys Gly Gin Val Ala Glu Ser Gly Ser Pro Ala Gin 

425 430 435 

Leu Leu Ala Gin Lys Gly Leu Phe Tyr Arg Leu Ala Gin Glu Ser 

440 445 450 

Gly Leu Val 



49 



